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<170> Patentin Ver. 

<210> 1 
<211> 17 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence.: Alpha-Conotoxin 
Peptide Generic Formula I 

<220> 

<221> SITE 
<222> (1),.(3) 



<223> Xaa at residue 1 is des-Xaa, I\ 
at residue 2 is des-Xaa, Ala oi 
residue 3 is des-Xaa, Gly, Trp 



e, Leu or ,Val; Xaa 
Gly; Xaa at 
(D or L) , neo-Trp, 



halo-Trp or any unnatural aromatic amino acid 

.<220> 
<221> SITE 
<222> (4) . . (5) 

<223> N-methyl-Lys, Xaa at residue 4 is Ws-Xaa, Gly, 
Trp (D or L), neo-Trp, halo-Trp orVany unnatural 
aromatic amino acid; Xaa at residueX 5 is Glu, 
gamma-carboxy-Glu (Gla) , Asp, Ala, Ihr, • Ser, Gly, 

<220> 

<221> SITE 
<222> (5) . . (8) 

<223> lie, Tyr, nor-Tyr, mono-halo-Tyr, di-h^o-Tyr, 
0-sulpho-Tyr, 0-phospho-Tyr, nitro-Tyr 6t any 
unnatural hydroxy containing amino acidAXaa at 
residue 8 is Ser, Thr, Arg, ornithine, 

<220> 

<221> SITE 
<222> (8) . . (9) 

<223> homoarginine, Lys, N, N-dimethyl-Lys, N,N,N- 

trimethyl-Lys or any unnatural basic amino a^ 
Xaa at residue 9 is Asp, Glu, Gla, Arg, ornit 
homoarginine, Lys, ''-^^thyl-Lys, N, N-dimethyl-* 



<220> 



2 



<221> SITE 
<222> (9) . . (11) 
<223> Lys, N,N,: 
amino acid) 
Ala, Gly, 



trimethyl-Lys or any unnatural basic 
Xaa at residue 10 is Ser, Thr, Asn, 
s, halo-His, Pro or hydroxy-Pro; 



Xaa at residue 11 is Thr, Ser, Ala, Asp, Asn, 



<220> 

<221> SITE 
<222> (11) 
<223> Pro, 
Lys, 



. (13) 

hydroxy- P\ 
N-methyl-I 
trimethyl-Lys oi 
Xaa at residue 



Arg, ornithine, homoarginine, 
■s, N, N-dimethyl-Lys, N,N,N- 
any unnatural basic amino acid; 
is Gly, Ser, Thr, Ala, Asn, 



<220> 

<221> SITE 
<222> (13) . . (14) 

<223> Arg, ornithine, homd^rginine , Lys, N-methyl-Lys , 
N, N-dimethyl-Lys , N, N, N-trimethyl-Lys or any 
unnatural basic amincX acid; Xaa at residue 14 is 



Gin, Leu, His, halo-HJ 



Trp (D or L) , halo-Trp, 



<220> 

<221> SITE 
<222> (14) 

<223> neo-Trp, Tyr, nor-Tyr, mbno-halo-Tyr , di-halo- 

Tyr, 0-sulpho-Tyr, O-phoamho-Tyr , nitro-Tyr, Arg, 
ornithine, homoarginine, Lys, N-methyl-Lys, N,N- 
dimethyl-Lys, N, N, N-trimeu^hyl-Lys , any unnatural 

<220> 

<221> SITE 

<222> (14) . . (15) 

<223> basic amino acid or any unnatural aromatic amino 
acid; Xaa at residue 15 is Aan, His, halo-His, 
lie. Leu, Val, Gin, Arg, ornithine, homoarginine, 
Lys, N-methyl-Lys, N, N-dimeth^l-Lys , N,N,N- 

<220> 

<221> SITE 

<222> (15) . . (17) 

<223> trimethyl-Lys or any unnatural bksic amino acid; 

Xaa at residue 17 is des-Xaa, VajV lie, Leu, Arg, 
ornithine, homoarginine, Lys, N-mathyl-Lys , N,N- 
dimethyl-Lys, N, N, N-trimethyl-Lys \pr any 

<220> 

<221> SITE 
<222> (17) 

<223> unnatural basic amino acid. 



<400> 1 

Xaa Xaa Xaa Xaa Xaa Cys Cys Xaa Xaa Xaa Xaa 
15 10 



^s Xaa Xaa Xaa Cys 
15 



Xaa 



<210> 2 
<211> 21 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description! of Artificial Sequence : Alpha-Conotoxin 
Peptide Generic Formula .II. 



<220> 
<221> SITE \ 
<222> (1) . . (3) 

<223> Xaa at residue 1 is des-Xaa, Asp, Glu or gamma- 
carboxy-Glu ()Gla) ; Xaa at residue 2 is des-Xaa, 
Gin, Ala, Aspi Glu, Gla; Xaa at residue 3 is des- 
Xaa, Gly, AlaJ\ Asp, Glu, Gla, Pro or hydroxy-Pro. 



<220> 

<221> SITE 
<222> (4 ) . . (7) 
<223> Xaa at residue 4v is des-Xaa, Gly, Glu, Gla, Gin, 
Asp, Asn, Pro or\ hydroxy-Pro; Xaa at residue 7 is 
Ser, Thr, Gly, Gim, Gla, Asn, Trp (D or L) , 
neo-Trp, halo-Trp\ Arg, ornithine, homoarginine. 



<220> 

<221> SITE 
<222> (7) 

<223> Lys, N-methyl-Lys, 
trimethyl-Lys , any 
Tyr, nor-Tyr, mono-ha 
0-sulpho-Tyr, 0-phosf 



N-dimethyl-Lys , N, N, N- 
natural basic amino acid, 
o-Tyr, di-halo-Tyr, 
o-Tyr, nitro-Tyr or any 



<220> 

<221> SITE 
<222> (7) . . (8) 
<223> unnatural hydroxy contai 
residue 8 is Asp, Asn, H)j 
Tyr, nor-Tyr, mono-halo-*] 



ing amino acid; Xaa at 
halo-His, Thr, Ser, 
^r, di-halo-Tyr, 



0-sulpho-Tyr, O-phospho-Tyr , nitro-Tyr or any 



<220> 

<221> SITE 
<222> (8) . . (10) 

<223> unnatural hydroxy containii 

residue 9 is Pro or hydroxy- 
10 is Ala, Ser, Thr, Asp, Vaj 

Pro, Tyr, nor-Tyr, mono-halo- 



amino acid; Xaa at 
•ro; Xaa at residue 
lie. Pro, hydroxy- 
yr, di-halo-Tyr, 



<220> 

<221> SITE 

<222> (10) . . (12) 

<223> O-sulpho-Tyr, p-phospho-Tyr , nit> 
unnatural hydroxy containing amir 
residue 12 is Gly, lie. Leu, Val,' 
Pro, hydroxy-Pro, Phe, Trp (D or 



-Tyr or any 
acid; Xaa at 
ila, Thr, Ser, 
neo-Trp, 



<220> 

<221> SITE 
<222> (12) . . (13) 

<223> halo-Trp, Arg, ornithine, homoarginin^B , Lys, N- 
methyl-Lys, N, N-dimethyl-Lys, N, N, N-tmmethyl- 
Lys, any unnatural basic amino acid or ■ 
unnatural aromatic amino acid; Xaa at residue 13 



<220> 
<221> SITE 
<222> (13) 

<223> is Ala, Asn, Phe, Pro, hydroxy-Pro, Glu, 



4 



Gin, His, halo-His, Hal, Ser, Thr, Arg, 
ornithine, homoarginine, Lys, N-methyl-Lys, N,N- 
dimethyl-Lys , N, N, N-tfimethyl-Lys or any 

<220> 

<221> SITE 

<222> (13) . . (14) 

<223> unnatural basic amino aVid; Xaa at residue 14 is 
Thr, Ser, His, halo-His,\ Leu, lie, Val, Asn, Met, 
Pro, hydroxy-Pro, Arg, ornithine, homoarginine, 
Lys, N-methyl-Lys, N, N-dj)piethyl-Lys , N,N,N- 

<220> 

<221> SITE 
<222> (14) . . (15) 

<223> trimethyl-Lys , any unnatural basic amino acid, 
Tyr, nor-Tyr, mono-halo-Tyr ,\ di-halo-Tyr , 
0-sulpho-Tyr , O-phospho-Tyr , \nitro-Tyr or any 
unnatural hydroxy containing limine acid; Xaa at 

<220> 

<221> SITE 
<222> (15) 

<223> residue 15 is Asn, Pro, hydroxy-^ro. Gin, Ser, 

Thr, Arg, ornithine, homoarginina, Lys, N-methyl- 
Lys, N, N-dimethyl-Lys N, N, N-trimeVhyl-Lys , any 
unnatural basic amino acid, Tyr, n(pr-Tyr, mono- 

<220> 

<221> SITE 
<222> (15) . . (16) 

<223> halo-Tyr, di-halo-Tyr, 0-sulpho-Tyr, \p-phospho- 
Tyr, nitro-Tyr or any unnatural hydroxy contain- 
ing amino acid; Xaa at residue 16 is dfes-Xaa, 
Gly, Thr, Ser, Pro, hydroxy-Pro, Tyr, Jjor-Tyr, 

<220> 

<221> SITE 
<222> (16) . . (17) 

<223> mono-halo-Tyr, di-halo-Tyr, 0-sulpho-Tyr,) 

O-phospho-Tyr, nitro-Tyr or any unnatural Vhydroxy 
containing amino acid; Xaa at residue 17 ite des- 
Xaa, lie, Val, Asp, Leu, Phe, Arg, ornithine, 

<220> 

<221> SITE 
<222> (17) 

<223> homoarginine, Lys, N-methyl-Lys, N, N-dimethyl\ 
Lys, N, N, N-trimethyl-Lys , any unnatural basic 
amino acid, Tyr, nor-Tyr, mono-halo-Tyr, di-hal^o- 
Tyr, 0-sulpho-Tyr, O-phospho-Tyr, nitro-Tyr or 

<220> 

<221> SITE 

<222> (17) . . (19) 

<223> any unnatural hydroxy containing amino acid; Xaa 
at residue 19 is des-Xaa, Gly, Ala, Met, Ser, 
Thr, Trp (D or L) , neo-Trp, halo-Trp, any 
unnatural aromatic amino acid, Arg, ornithine, 

<220> 

<221> SITE 
<222> (19) . . (20) 

<223> homoarginine, Lys, N-methyl-Lys, N, N-dimethyl- 



5 



Ly^^ N, N, N-trimethyl-Lys or any unnatural basic 
amin^ acid;.Xaa at residue 20 is des-Xaa, Trp 
(D orS^L) , neo-Trp, halo-Trp, any unnatural 



<220> 
<221> 
<222> 
<223> 



SITE 

(20) . . (211 

aromatic Vfcino acid, Arg, ornithine, homo- 
aramine, N-methyl-Lys , N, N-dimethyl-Lys , 

N, N, N-trimedhyl-Lys or any unnatural basic amino 
acid; Xaa at vr^sidue 21 is des-Xaa, Arg, 



<220> 
<221> 
<222> 



SITE 
(21) 



V 



<223> ornithine, homoa:^inine, Lys, N-methyl-Lys, 
N, N-dimethyl-Lys N, N-trimethyl-Lys or any 
unnatural basic arn^Bno acid. 



<400> 2 

Xaa Xaa Xaa Xaa Cys Cys XaaXXaa Xaa Xaa Cys Xaa Xaa Xaa Xaa Xaa 
1 5 \ 10 15 

Xaa Cys Xaa Xaa Xaa 
20 



<210> 3 • 
<211> 28 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial SequenJ^ : Alpha-Conotoxin 
Peptide Generic Formula III. 

<220> 

<221> SITE 
<222> (1) . . (3) 

<223> Xaa at residue 1 is des-Xaa, Ser or Tl:^; Xaa at 

residue 2 is des-Xaa, Asp, Glu, gamma-aarboxy-Glu 
(Gla) , Asn, Ser or Thr; Xaa at residue ^ is des- 
Xaa, Ala, Gly, Asn, Ser, Thr, Pro, hydro\y-Pro, 

<220> 

<221> SITE 
<222> 



(3) . . (4) 

<223> Arg, ornithine, homoarginine, Lys, N-methyl-] 
N, N-dimethyl-Lys, N, N, N-trimethyl-Lys or any 
unnatural basic amino acid; Xaa at residue 4 
des-Xaa, Ala, Val, Leu, lie, Gly, Glu, Gla, Glr^ 

<220> 

<221> SITE 
<222> (4) . . (5) 

<223> Asp, Asn, Phe, Pro, hydroxy-Pro or any unnatural 
aromatic amino acid; Xaa at residue 5 is des-Xaa, 
Thr, Ser, Asp, Glu, Gla, Gin, Gly, Val, Asp, Asn, 
Ala, Pro, hydroxy-Pro, Arg, ornithine, homo- 



<220> 

<221> SITE 
<222> (5) . . (8) 

<223> arginine, Lys, N-methyl-Lys, N, N-dimethyl-Lys , 



N,Y3, N-trimethyl-Lys or any unnatural basic amino 
acXd; Xaa at residue 8 is Thr, Ser, Asp, Asn, Met, 
ValV Ala, Gly, Leu, lie, Phe, any unnatural 



<220> 

<221> SITE 

<222> (8) . . Of) 

<223> aromatik: amino acid. Pro, hydroxy-Pro, Tyr, nor- 
Tyr, mono-halo-Tyr, di-halo-Tyr, 0-sulpho-Tyr , 
0-phosph\)-Tyr , nitro-Tyr or any unnatural hydroxy 
containir^^g amino acid; Xaa at residue 9 is lie, 

<220> 

<221> SITE 
<222> (9) 

<223> Leu, Val, Ser, Thr, Gin, Asn, Asp, Arg, His, 
halo-His, Phe\ any unnatural aromatic amino 
acid, homoargrnine, ornithine, Lys, N-methyl-Lys, 
N, N-dimethyl-Ly^s , N, N, N-trimethyl-Lys , any 

<220> 

<221> SITE 
<222> (9) . . (10) 
<223> unnatural basic amjSno acid, Tyr, nor-Tyr, mono- 
halo-Tyr, di-halo-T^^r, 0-sulpho-Tyr, 0-phospho- 
Tyr, nitro-Tyr or an^^ unnatural hydroxy contain- 
ing amino acid; Xaa at residue 10 is Pro, hyroxy- 




<220> 

<221> SITE 
<222> (10) \ 

<223> Pro, Ser, Thr, lie. Asp, Leu, Val, Gly, Ala, Phe, 
any unnatural aromatic ami^no acid, Arg, ornithine, 
homoarginine, Lys, N-methyl-Lys, N, N-dimethyl-Lys , 
N, N, N-trimethyl-Lys or any unnatural basic amino 

<220> 

<221> SITE 
<222> (11) 

<223> acid; Xaa at residue 11 is Val,\Ala, Gly, lie. 
Leu, Asp, Ser, Thr, Pro, hydroxy-Pro, Arg, 
ornithine, homoarginine, Lys, N-methyl-Lys, 
N, N-dimethyl-Lys, N, N, N-trimethyl^Lys or any 

<220> 

<221> SITE 
<222> (11) . . (13) 

<223> unnatural basic amino acid; Xaa at residue 13 is 
His, halo-His, Arg, homoarginine, orni^^hine, Lys, 
N-methyl-Lys, N, N-dimethyl-Lys, N, N, N-trdmethyl- 
Lys, any unnatural basic amino acid, Asn\ Ala, 




<220> 

<221> SITE 
<222> (13) 
<223> Ser, 
Trp, 
Tyr, 



Thr, Phe, lie. Leu, Gly, Trp (D or L) , neo- 
halo-Trp, any unnatural aromatic amino ^cid, 
nor-Tyr, mono-halo-Tyr, di-halo-Tyr, 



0-sulpho-Tyr, O-phospho-Tyr , nitro-Tyr or any 

<220> 

<221> SITE 
<222> (13) . . (14) 

<223> unnatural hydroxy containing amino acid; Xaa at 



resinue 14 is Leu, Gin, Val, lie, Gly, Met, Ala, 
Lys, XN-methyl-Lys, N, N-dimethyl-Lys , N,N,N-tri- 
methyU-Lys, Ser, Thr, Arg, homoarginine, orni- 

<220> \ 
<221> SITE \ 
<222> (14 ) . . (VS) 

<223> thine, ^y unnatural basic amino acid, Asn, Glu, 
Gla, Gln\ Phe, Trp (D or L) , neo-Trp, halo-Trp or 
any unna-oural aromatic amino acid; Xaa at residue 
15 is Glu\ Gla, Gin, Asn, Asp, Pro, hydroxy-Pro, 

<220> \ 
<221> SITE \ 
<222> (15) \ 

<223> Ser, Gly, ThA Lys, N-methyl-Lys , N, N-dimethyl- 
Lys, N, N, N-tr:^methyl-Lys, Arg, homoarginine, 
ornithine, anyXunnatural basic amino acid, Phe, 
His, halo-His, \ny unnatural aromatic acid. Leu, 

<220> \ 
<221> SITE \ 
<222> (15) . . (16) \ 

<223> Met, Gly, Ala, Tyr , \nor-Tyr , mono-halo-Tyr , di- 
halo-Tyr, O-sulpho-TVr , 0-phospho-Tyr , nitro-Tyr 
or any unnatural hydr)Dxy containing amino acid; 
Xaa at residue 16 is HSis, halo-His, Asn, Thr, 

<220> \ 
<221> SITE \ 
<222> (16) \ 

<223> Ser, lie, Val, Leu, Phe, any unnatural aromatic 

amino acid, Arg, homoarginaVie , ornithine, Lys, N- 
methyl-Lys, N, N-dimethyl-Lys^ N, N, N-trimethyl-Lys , 
any unnatural basic amino ac\d, Tyr, nor-Try, 

<220> \ 

<221> SITE \ 

<222> (16) . . (17) \ 

<223> mono-halo-Tyr, di-halo-Tyr, O-sutoho-Tyr , 

O-phospho-Tyr , nitro-Tyr or any urmatural hydroxy 
containing amino acid; Xaa at resiciue 17 is Ser, 

Thr, Ala, Gin, Pro, hydroxy-Pro, GlV, lie. Leu, 

<220> \ 
<221> SITE \ 
<222> (17) . . (18) \ 
<223> Arg, ornithine, homoarginine, Lys, N-me^yl-Lys, 
N, N-dimethyl-Lys, N, N, N-trimethyl-Lys or\any 
unnatural basic amino acid; Xaa at residua 18 is 
Asn, Glu, Gla, Asp, Gly, His, halo-His, Al\. Leu, 

<220> \ 
<221> SITE \ 
<222> (18) \ 
<223> Gin, Arg, ornithine, homoarginine, Lys, N-meth^- 
Lys, N, N-dimethyl-Lys , N, N, N-trimethyl-Lys , any \ 
unnatural basic amino acid, Tyr, nor-Tyr, mono- \ 
halo-Tyr, di-halo-Tyr, O-sulpho-Tyr , 0-phospho- 

<220> 

<221> SITE 
<222> (18) . , (19) 

<223> Tyr, nitro-Tyr or any unnatural hydroxy containing 



8 



amino acu.d; Xaa at residue 19 is Met, lie, Thr, 
Ser, Val\ Leu, Pro, hydroxy-Pro, Phe, any 
unnaturaA aromatic amino acid, Tyr, nor-Tyr, mono- 

<220> \ 
<221> SITE \ 
<222> (19) \ 

<223> halo-Tyr, diYhalo-Tyr, 0-sulpho-Tyr, 0-phospho- 
Tyr, nitro-Tyur, any unnatural hydroxy containing 
amino acid, g\u, Gla, Ala, His, halo-His, Arg, 
ornithine, hom^arginine, Lys, N-methyl-Lys , N,N- 

<220> \ 
<221> SITE \ 
<222> (21) \ 

<223> dimethyl-Lys, N , N, i^-trimethyl-Lys or any unnatural 
basic amino acid; )^aa at residue 21 is des-Xaa, 
Gly, Asp, Asn, Ala, V-'-®' Leu, Ser, Thr, His, halo- 
His, Arg, ornithine, Xhomoarginine, Lys, N-methyl- 

<220> \ 
<221> SITE \ 
<222> (21) . . (22) \ 

<223> Lys, N, N-dimethyl-Lys, N, N-trimethyl-Lys or any 
unnatural basic amino acM; Xaa at residue 22 is 
des-Xaa, Gly, Glu, Gla, G\n, Trp (D or L) , neo-Trp, 
halo-Trp, any unnatural aA)matic amino acid, Arg, 

<220> \ 
<221> SITE \ 
<222> (22) . . (23) \ 

<223> ornithine, homoarginine, Lys, XN-methyl-Lys, N,N- 

dimethyl-Lys, N, N, N-trimethyl-i,ys or any unnatural 
basic amino acid; Xaa at residue 23 is des-Xaa, 
Ser, Thr, Val, lie, Ala, Arg, ornithine, homo- 

<220> \ 

<221> SITE \ 

<222> (23) . . (24) \ 

<223> arginine, Lys, N-methyl-Lys, N, N-dimethyl-Lys, 

N, N, N-trimethyl-Lys or any unnaturalX basic amino 
acid; Xaa at residue 24 is des-Xaa, Vfel, Asp, His, 
halo-His, Arg, ornithine, homoargininey, Lys, N- 

<220> \ 
<221> SITE \ 
<222> (24) . . (26) \ 
<223> methyl-Lys, N, N-dimethyl-Lys , N, N, N-trimetikhyl-Lys 
or any unnatural basic amino acid; Xaa at icesidue 
25 is des-Xaa, Asn, Pro or hydroxy-Pro; XaaXat 
residue 2 6 is des-Xaa, Arg, ornithine, homoA 

<220> \ 
<221> SITE \ 
<222> (26) . . (28) \ 
<223> arginine, Lys, N-methyl-Lys, N, N-dimethyl-Lys , \ 
N, N, N-trimethyl-Lys or any unnatural basic amino \ 
acid; Xaa at residue 27 is des-Xaa, Ser or Thr; \ 
Xaa at residue 28 is des-Xaa, Leu, lie or Val. \ 

<400> 3 \ 
Xaa Xaa Xaa Xaa Xaa Cys Cys Xaa Xaa Xaa Xaa Cys Xaa Xaa XaaVCaa 
1 5 10 15 \ 



Xaa X^a Xaa Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
20 25 



<210> 
<211> 1^ 
<212> 

<213> Conus imperialis 

<220> \ 
<221> SITE V 
<222> (2) . . (11) 

<223> Xaa at residue 2 is Glu .or gamma-carboxy-Glu ; Xaa 

at residue 11 is Lys, N-methyl-Lys, 

N, N-dime^'hyl-Lys or N, N, N-trimethyl-Lys . 

<400> 4 

Asp Xaa Cys Cys Ser Asp Ser Arg Cys Gly Xaa Asn Cys Leu 
1 \ 10 

\ 

<210> 5 \ 
<211> 12 \ 
<212> PRT \ 
<213> Conus imperialis 

<220> ^ 
<221> SITE \ 
<222> (10) \ 

<223> Xaa at residue 10 is Tr^ (D or L) or halo-Trp. 

\ 

<400> 5 '\ 

Ala Cys Cys Ser Asp Arg Arg Cys Arg Xaa Arg Cys 
1 5 \ 10 



\ 



<210> 6 \ 
<211> 13 \ 
<212> PRT ^ 
<213> Conus regius 

<400> 6 ^ 
Phe Thr Cys Cys Arg Arg Gly Thr Cys Ser Glri His Cys 
1 5 10 \ 

\ 

<210> 7 \ 



<211> 13 
<212> PRT 

<213> Conus regius 



\ 



<220> 

<221> SITE 

<222> (2) \ 
<223> Xaa at residue 2 is Tyr, nor-Tyr, mono-halo-TyrV 

di-halo-Tyr, O-sulpho-Tyr , 0-phospho-Tyr or 

nitro-Tyr . 

<400> 7 

Asp Xaa Cys Cys Arg Arg His Ala Cys Thr Leu lie Cys 
15 10 



<210> 8 



10 



<2ll> 13 
<212Y PRT 

<213:\ Conus regius 



<220>^ 
<221> 
<222> 
<223> 



ITE 
) . . (8) 

a at residue 2 is Tyr, nor-Tyr, mono-halo-Tyr, 
^halo-Tyr, 0-sulpho-Tyr , 0-phospho-Tyr or 
niKro-Tyr; Xaa at residues 7 and 8 is Pro or 
hyd\oxy- Pro . 



<400> 8 
Asp Xaa Cys 
1 



:ys Arg Arg Xaa Xaa Cys Thr Leu lie Cys 
5 10 



<210> 9 
<211> 13 
<212> PRT 
<213> Conus regius^ 



<220> 
<221> 
<222> 
<223> 



SITE 

(6) . . (10) 

Xaa at residue 6 \Ls Pro or hdroxy-Pro; Xaa at 
residue 10 is Tyr\nor-Tyr, mono-halo-Tyr, 
di-halo-Tyr, 0-sulp^jo-Tyr , 0-phospho-Tyr or 
nitro-Tyr . 



<400> 9 
Gly Cys Cys Ser Asp Xaa Arg 
1 5 



rs Arg Xaa Arg Cys Arg 
10 



<210> 10 
<211> 13 
<212> PRT 

<213> Conus regius 
<220> 

<221> SITE 
<222> (7) . . (11) 

<223> Xaa at residue 7 is Pro or hydrox^Pro; Xaa at 
residue 11 is Trp (D or L) or haloVPrp. 



<400> 10 

Gly Gly Cys Cys Ser Asp Xaa Arg Cys Ala Xaa' 
15 10 



^rg Cys 



<210> 11 
<211> 17 
<212> PRT 

<213> Conus regius 
<220> 

<221> SITE 
<222> (3) . . (10) 
<223> Xaa at residue 3 is Trp (D or L) or halo-Trp; Xaa 

at residue 9 is Glu or gamma -carboxy-Glu; Xaa at 

residue 10 is Pro or hydroxy-Pro. 



11 

<2il> SITE 
<222> (15) 

<223> Xaa at residue 15 is Lys, N-methyl-Lys, 
\^ N, N-dimethyl-Lys or N, N, N-trimethyl-Lys . 

<4 00>\ll 

lie Ala Xaa Asp lie Cys Cys Ser Xaa Xaa Asp Cys Asn His Xaa Cys 
1 \ 5 10 15 



Val 



\ 



<210> 12 
<211> 12 
<212> PRT 
<213> Conus regius 



<220> \ 
<221> SITE \ 



<222> (6) . . (9) 

<223> Xaa at resiclue 6 is Pro or hydroxy-Pro; Xaa at 

residue 9 is\^Lys, N-methyl-Lys, N, N-dimethyl-Lys 
or N, N, N-trimethyl-Lys . 

<400> 12 \^ 

Gly Cys Cys Ser Asp Xaa Arg Cys Xaa His Gin Cys 



1 



5 \ 10 

\ 



<210> 13 
<211> 14 \ 
<212> PRT \ 
<213> Conus sponsalis \^ 

<220> \ 
<221> SITE \ 
<222> (5) . . (11) \ 

<223> Xaa at residues 5 and 11 is Pro or hydroxy-Pro; 
Xaa at residue 8 is Lys, N-^ethyl-Lys , 
N . N-dimethyl-Lys or N . N . n-trimethyl-Lys . 



<400> 13 

Cys Cys Ser Asp Xaa Ala Cys Xaa Gin T^hr Xaa Gly Cys Arg 
1 5 \0 



<210> 


14 


<211> 


13 


<212> 


PRT 


<213> 


Conus 


<220> 




<221> 


SITE 


<222> 


(3) . . ( 


<223> 


Xaa at 



at residue 5 is Pro or hydroxy-Pro. 



<400> 14 

Cys Cys Xaa Asn Xaa Ala Cys Arg His Thr Gin Gly Cys 
15 10 



<210> 15 




12 



<2\1> 13 
<2l\> PRT 

<21^ Conus sulcatus 



;iTE 
1) . . (12) 

at residue 4 is Trp or halo-Trp; Xaa at 
jidue 6 is Pro or hydroxy-Pro; Xaa at residue 12 
Tyr, nor-Tyr, mono-halo-Tyr , di-halo-Tyr, 
0-\Bulpho-Tyr , O-phospho-Tyr or nitro-Tyr. 



<400> 15 
Gly Cys 
1 



Xaa His Xaa Ala Cys Gly Arg His Xaa Cys 
5 10 



<210> 16 
<211> 14 
<212> PRT 
<213> Conus acl- 



itinus 



<220> 

<221> SITE 
<222> (2) . . (11) 
<223> Xaa at resid 
at residue 1 



5S 2 and 7 is Pro or hydroxy-Pro; Xaa 
.is Lys, N-methyl-Lys , 



N, N-dimethyl-lVs or N, N, N-trimethyl-Lys . 



<400> 16 

Ala Xaa Cys Cys Asn As 



Xaa Ala Cys Val Xaa His Arg Cys 
10 




<210> 17 
<211> 15 
<212> PRT 

<213> Conus bullatus 
<220> 

<221> SITE 
<222> (2) . . (12) 

<223> Xaa at residues 2 and 8 is\Pro or hydroxy-Pro; Xaa 
at residue 12 is Lys, N-metiWl-Lys , 

N-dimethyl-Lys or N, N, N-tr\methyl-Lys . 



<400> 17 

Ala Xaa Gly Cys Cys Asn Asn Xaa Ala 



s Val Xaa His Arg Cys 

15 



<210> 18 
<211> 14 
<212> PRT 

<213> Conus bullatus 
<220> 

<221> SITE 
<222> (1) . . (11) 

<223> Xaa at residues 1, 2 and 7 is Pro or hydroxy 
Xaa at residue 11 is Lys, N-methyl-Lys, 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys . 

<400> 



13 



Xaa Xaa Cya Cys Asn Asn Xaa Ala Cys Val Xaa His Arg Cys 
1X5 10 



<210> 19 
<211> 16 
<212> PRT 

<213> Conus buTi^tus 
<220> 

<221> SITE 
<222> (2) . . (13) 

<223> Xaa at residue 2 is Glu or gamma -carboxy-Glu; Xaa 
at residue 6 is Trp or halo-Trp; Xaa at residues 8 
11 and 13 is Pro or hydroxy-Pro. 

<400> 19 \ 

Asp Xaa Asn Cys Cys Xaa Asn Xaa Ser Cys Xaa Arg Xaa Arg Cys Thr 
1 5 \ 10 15 



<210> 20 
<211> 13 
<212> PRT 

<213> Conus bullatus 

<220> ■ 

<221> SITE 

<222> (6) . . (12) 

<223> Xaa at residues 6 and 7 is\ Pro or hydroxy-Pro; Xaa 
at residue 12 is Tyr, nor-T\yr, mono-halo~Tyr , 
di-halo-Tyr, 0-sulpho-Tyr , 0-phospho-Tyr or 
nitro-Tyr. \ 

<400> 20 \ 
Gly Cys Cys Ser Arg Xaa Xaa Cys Ala V.al Leu Xaa Cys 
15 10 



<210> 21 
<211> 13 
<212> PRT 
<213> Conus 



circumcisus 



<220> 

<221> SITE 
<222> (6) 

<223> Xaa at residue 6 is Pro or hydroxy-Pro. 
<400> 21 

Gly Cys Cys Gly Asn Xaa Asp Cys Thr Ser His Ser ^ys 
1 5 10 ' 



<210> 22 
<211> 16 
<212> PRT 

<213> Conus stercusmuscarum 
<220> 

<221> SITE 
<222> (6) . . (11) 

<223> Xaa at residue 6 is Pro or hydroxy-Pro; Xaa at 
residue 11 is Glu or gamma-carboxy-Glu . 




<400> 22 
Gly Cys Cys Ser 
1 



3n Xaa Val Cys His Leu Xaa His Ser Asn Met Cys 
5 10 15 



<210> 23 
<211> 17 
<212> PRT 

<213> Conus obscuri 
<220> 

<221> SITE 
<222> (6) . . {15) 

<223>Xaa at residue ^is Pro or hydroxy-Pro; Xaa at 
residue 14 is Gla or gamma-carboxy-Glu; Xaa at 
residue 15 is Tyr\ nor-Tyr, mono-halo-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr , 0-phospho-Tyr or 

<220> 

<221> SITE 
<222> (15) 
<223> nitro-Tyr. 

<400> 23 

Gly Cys Cys Ser Asn Xaa Val C^s Arg Gin Asn Asn Ala Xaa Xaa Cys 



Arg 



<210> 24 
<211> 18 
<212> PRT 

<213> Conus textile 
<220> 

<221> SITE 
<222> (1) . . (15) 

<223> Xaa at residues 1, 7 and 14 is Pr^ or hydroxy-Pro; 
Xaa at residue 15 is Glu or gainma-\f arboxy-Glu . 

<400> 24 

Xaa Gin Cys Cys Ser His Xaa Ala Cys Asn Val Asp His Xaa Xaa lie 
1 5 10 \ 15 

Cys Arg 



<210> 25 
<211> 18 
<212> PRT 

<2 13> Conus radiatus 



<220> 

<221> SITE 

<222> (1) . . (15) 

<223> Xaa at residues 
Xaa at residues 
gamma-carboxy-Glu 



1, 7 and 14 is Pro or hydroxy- P^o; 
2 and 15 is Glu or 



<400> 25 

Xaa Xaa Cys Cys Ser His Xaa Ala Cys Asn Val Asp His Xaa Xc 



1 

Cys Arg 



5 



15 

10 



15 



<210> 26 
<211> 18 
<212> PRT 

<213> Conus ra^iatus 
<220> 

<221> SITE 
<222> (1) . . (15) 
<223> Xaa at resiMues 1, 7 and 14 is Pro or hydroxy-Pro; 
Xaa at resiaVie 15 is Glu or gamma-carboxy-Glu . 



<400> 26 
Xaa Gin Cys Cys Ser 
1 5 



lis Xaa Ala Cys Asn Val Asp His Xaa Xaa lie 
10 15 



Cys Asp 



<210> 27 
<211> 18 
<212> PRT 

<213> Conus omaria 
<220> 

<221> SITE 
<222> (1) . . (15) 
<223> Xaa at residues 1, 7 andVL4 is Pro or hydroxy-Pro; 
Xaa at residue 15 is Glu \r gamma-carboxy-Glu. 



<400> 27 

Xaa Arg Cys Cys Ser His Xaa Ala 
1 5 



|{s Asn Val Asp His Xaa Xaa lie 
10 15 



Cys Arg 



<210> 28 
<211> 18 
<212> PRT 

<213> Conus omaria 



<220> 

<221> SITE 
<222> (1) . . (14) 
<223> Xaa at residues 1, 7 and 14 is Pro or 



lydroxy-Pro , 



<400> 28 

Xaa Gin Cys Cys Ser His Xaa Ala Cys Asn Val 
15 10 



His Xaa Gly lie 
15 



Cys Arg 



<210> 29 
<211> 18 



16 

<212it PRT 

<213>^Conus omaria 
<220> 

<221> S^ITE 
<222> . . (15) 

<223> Xaa at residues 1, 7 and 14 is Pro or hydroxy-Pro; 
XaV at residue 15 is Glu or gamma- carboxy-Glu . 



<400> 29 

Xaa Gin Cys Cys Ser His Xaa Ala Cys Asn Val Asp His Xaa Xaa Thr 
1 \ 5 10 15 

Cys Arg 




<210> 30 
<211> 18 
<212> PRT 

<213> Conus omaria 
<220> 

<221> SITE 
<222> (1) . . (15) X 
<223> Xaa at residues 1, 7 and 14 is Pro or hydroxy-Pro; 
Xaa at residue \15 is Glu or gamma-carboxy-Glu . 

<400> 30 \ 

Xaa Gin Cys Cys Ser HisVXaa Ala Cys Asn Val Asp His Xaa Xaa Val 
1 5 \ 10 15 

\ 

Cys Arg \ 

<210> 31 \ 
<211> 18 
<212> PRT 

<213> Conus omaria 



\ 



<220> 

<221> SITE 
<222> (1) . . (15) 
<223> Xaa- at residues 1, 7 and 14 is Pro or hydroxy-Pro; 
Xaa at residue 15 is Glu or gamma-carboxy-Glu. 



<400> 31 

Xaa Gin Cys Cys Ser His Xaa Ala Cys Asnlle Asp His Xaa Xaa lie 
1 • 5 10 \ 15 

Cys Arg \ 



<210> 32 
<211> 21 
<212> PRT 

<213> Conus omaria 

\ 

<220> 

<221> SITE 

<222> (1) . . (15) \ 
<223> Xaa at residues 1, 7 and 14 is Pro or hydroxy-Pro; 

\ 



\ 



17 



Xaa at residue 15 is Glu or gamma-carboxy-Glu . 
<400> 32 

Xaa Gin Cys Cys feer His Xaa Ala Cys Asn Val Asp His Xaa Xaa lie 
1 Is 10 15 

Cys Arg Arg Arg T^rg 
20 



<210> 33 
<211> 17 
<212> PRT 

<213> Conus betulii\us 
<220> 

<221> SITE 
<222> (7) . . (15) 
<223> Xaa at residuesX 7 and 14 is Pro or hydroxy-Pro; 
Xaa at residue 15 is Glu or gamma-carboxy-Glu, 



<400> 33 
Gly Gly Cys Cys Ser His' 
1 5^ 



^Xaa Ala Cys Ala Val Asn His Xaa Xaa Leu 
10 15 



Cys 



<210> 34 
<211> 16 
<212> PRT 

<213> Conus betulinus 
<220> 

<221> SITE 
<222> (6) . . (14) 

<223> Xaa at residues 6 and 13 is\Pro or hydroxy-Pro; 
Xaa at residue 14 is Glu or >gamma-carboxy-Glu . 

<400> 34 

Gly Cys Cys Ser His Xaa Ala Cys Ser Val Asn His Xaa Xaa Leu Cys 
1 5 \l0 15 



<210> 35 
<211> 16 
<212> PRT 
<213> Conus dalli 

<220> 

<221> SITE 
<222> (6) . . {14} 

<223> Xaa at residues 6 and 13 is Pro or hydifOxy-Pro; 
Xaa at residue 14 is Glu or gamma-carbc^y-Glu . 

<400> 35 

Gly Cys Cys Ser His Xaa Ala Cys Asn Val Asp HisXXaa Xaa lie Cys 
1 5 10 \ 15 



<210> 36 
<211> 19 
<212> PRT 



18 



<213> Conus pbscurus 



<220> 

<221> SITE 



<222> 

<223> Xaa at 
Xaa at 



(6) . . (1?) 

sidues 6 and 15 is Pro or hydroxy-Pro; 
side 11 is Lys, N, -methyl-Lys , 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys ; Xaa at 
residues \l4 and 18 is Glu or gamma-carboxy-Glu . 



<400> 36 
Gly Cys Cys Ser 
1 



}is Xaa Ala Cys Ser Gly Xaa Thr Gin Xaa Xaa Cys 
5 10 15 



Arg Xaa Ser 



<210> 37 
<211> 18 
<212> PRT 

<213> Conus tulipa 
<220> 

<221> SITE 
<222> (1) . . (14) 
<223> Xaa at residues 1, 6\and 13 is Pro or hydroxy-Pro; 
Xaa at residue 14 is vlu or gamma-carboxy-Glu. 



<400> 37 

Xaa Cys Cys Ser His Xaa Ala 
1 5 



^s Ser Gly Asn Asn Xaa Xaa Phe Cys 
10 15 



Arg Gin 



<210> 38 
<211> 18 
<212> PRT 

<213> Conus tulipa 
<220> 

<221> SITE 
<222> (6) . . (14) 
<223> Xaa at residues 6 and 13 is Pro ck: hydroxy-Pro; 
Xaa at residue 14 is Glu or gamma\carboxy-Glu . 



<400> 38 

Gly Cys Cys Ser His Xaa Ala Cys Ser Gly As 
15 10 



Asn Xaa Xaa Phe Cys 
15 



Arg Gin 



<210> 39 
<211> 16 
<212> PRT 

<213> Conus pennaceus 



<220> 

<221> SITE 
<222> (6) . . (15) 



19 



<223> Xaa at itesiclues 6, 7 and 13 is Pro or hydroxy-Pro; 
Xaa at residue 15 is Tyr, nor-Tyr, mono-halo-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr , 0-phospho-Tyr or 
nitro-Tyr , 



<400> 39 
Gly Cys Cys Ser 
1 



\s Xaa Xaa Cys Ala Met Asn Asn Xaa Asp Xaa Cys 

10 15 



<210> 40 
<211> 16 
<212> PRT 

<213> Conus pennaceus 
<220> 

<221> SITE 

<222> (6) . . (15) 

<223> Xaa at residuew 6, V and 13 is Pro or hydroxy-Pro; 
Xaa at residue 15 isv Tyr, nor-Tyr, mono-halo-Tyr , 
di-halo-Tyr, O- sulpha^- Tyr, O-phospho-Tyr or 
nitro-Tyr . 



<400> 40 
Gly Cys Cys Ser His Xaa Xaa 
1 5 



^s Phe Leu Asn Asn Xaa Asp Xaa Cys 
10 15 



<210> 41 
<211> 17 
<212> PRT 

<213> Conus textile 



\ 



<220> 

<221> SITE 
<222> (6) . . (13) \ 

<223> Xaa at residues 6, 7 and 13 is \Pro or hydroxy-Pro; 
Xaa at residue 11 is Lys, N-methyl-Lys , 
N, N-dimethyl-Lys or N . N . N-trimethyl-Lys . 



<400> 41 

Gly Cys Cys Ser Asn Xaa Xaa Cys lie Ala Xaa Asn Xaa His Met Cys 
1 5 10 \ 15 



Gly 



<210> 42 
<211> 16 
<212> PRT 

<213> Conus distans 



<220> 

<221> SITE 
<222> (6) . . (13) 

<223> Xaa at residues 6, 7 and 13 is Pro or hydroxy-Pr^. 
<400> 42 

Gly Cys Cys Ser Asn Xaa Xaa Cys Ala His Asn Asn Xaa Asp 
15 10 




<210> 43 



20 



<211Y> 17 
<212V PRT 

<213:\ Conus tulipa 

<220>\ 
<221>\ SITE 
<222> I (6) . . (13) 

<223> \xaa at residues 6 and 13 is Pro or hydroxy- Pro. 
<400> p 

Gly Cys Cys Ser Asn Xaa Ala Cys Ala Gly Asn Asn Xaa His Val Cys 
1 \ 5 10 15 

Arg 



<210> 44 
<211> 16 
<212> PRT 
<213> Conus 



dalli 



<220> 

<221> SITE 
<222> (6) . . (13) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy- Pro. 
<400> 44 

Gly Cys Cys Ser Ar^ Xaa Ala Cys lie Ala Asn Asn Xaa Asp Leu Cys 
1 5\ 10 15 



<210> 45 
<211> 20 
<212> PRT 

<213> Conus circumcisi 
<220> 

<221> SITE 
<222> (6) . . (14) 
<223> Xaa at residues 6 an^i 13 is Pro or hydroxy-Pro; 

Xaa at residues 11 an^ 14 is Glu or 

gamma-carboxy-Glu . 



<400> 45 
Gly Cys Cys Ser Asn Xaa Val C^ 
1 5 



His Val Xaa His Xaa Xaa Leu Cys 
10 15 



Arg Arg Arg Arg 
20 



<210> 46 
<211> 18 
<212> PRT 

<213> Conus sulcatus 



<220> 

<221> SITE 
<222> (7) . . (15) 

<223> Xaa at residues 1, 12 and 14 is Pro^ 
hydroxy-Pro; Xaa at residue 11 is Lyl 
N-methyl-Lys, N, N-dimethyl-Lys or 
N, N, N-trimethyl-Lys ; Xaa at residue 15^ 



Glu or 



21 

<220> 
<221> SIT^ 
<222> (7) A. (15) 
<223> gamm^-carboxy-Glu . 

<400> 46 

Gly Gly Cys \Cys Ser Phe Xaa Ala Cys Arg Xaa Xaa Arg Xaa Xaa Met 
1X5 10 15 

Cys Gly 



<210> 47 
<211> 18 
<212> PRT 

<213> Conus textil\ 
<220> 

<221> SITE 
<222> (1) . . (15) 

<223> Xaa at residues \, 1 and 14 is Pro or hydroxy-Pro; 
Xaa at residues 2\ and 15 is Glu or 
gamma-carboxy-Glu . 

<400> 47 

Xaa Xaa Cys Cys Ser Asp Xa^ Arg Cys Asn Ser Ser His Xaa Xaa Leu 
1 5 \ 10 15 

Cys Arg 



<210> 48 
<211> 18 
<212> PRT 
<213> Conus dalli 

<220> 

<221> SITE 
<222> (1) . . (15) 
<223> Xaa at residues 1, 7 and 14 is 'Pro or hydroxy-pro; 
Xaa at residue 1'5 is Glu or gamma-carboxy-Glu. 



<400> 48 

Xaa Gin Cys Cys Ser Asp Xaa Arg Cys Asn 
15 10 



lal Gly His Xaa Xaa Leu 
15 



Cys Gly 



<210> 49 

<211> 18 

<212> PRT 

<213> Conus dalli 



<220> 

<221> SITE 
<222> (1) . . (15) 

<223> Xaa at residue 1 is Gin or pyro-Glu; Xaa at 

residues 7 and 14 is Pro or hydroxy-Pro; Xaa at 
residue 15 is Glu or gamma-carboxy-Glu. 



22 

<400> ^9 

Xaa VaA Cys Cys Ser Asp Xaa Arg Cys Asn Val Gly His Xaa Xaa lie 
1X5 10 15 

Cys Gly 




<210> 50 
<211> 16 
<212> PRT 

<213> Conus'\ textile 
<220> 

<221> SITE 
<222> (6) . . (13) 

<223> Xaa at residues 6, 7 and 13 is Pro or hydroxy-Pro. 



<400> 50 

Gly Cys Cys Ser "Arg Xaa Xaa Cys lie Ala Asn Asn Xaa Asp Leu Cys 
1 \ 5 10 15 



<210> 51 
<211> 18 
<212> PRT \\ 
<213> Conus omaria 



<220> 

<221> SITE 

<222> (1) . . (15) \ 

<223> Xaa at residues 1 \^and 14. is Pro or hydroxy-Pro; 
Xaa at residue 15 is Glu or gainina-carboxy-Glu . 



<400> 51 

Xaa Gin Cys Cys Ser His Leu Ala Cys Asn Val Asp His Xaa Xaa lie 
1 5 \ 10 15 

Cys Arg 



<210> 52 
<211> 19 
<212> PRT 

<213> Conus sulcatus 
<220> 

<221> SITE 

<222> (5) . . (14) 

<223> Xaa at residue 5 is Tyr, nor-Tyr, mono-halo-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr , 0-phc>^spho-Tyr or 
nitro-Tyr; Xaa at residue 13 is Pro or 
hydroxy-Pro; Xaa at residue 14 IsVgIu or 




<220> 

<221> SITE 
<222> (14) . . (18) 

<223> gamma-carboxy-Glu; Xaa at residue 18 
halo-Trp. 



is\Trp or 



<400> 52 

Gly Cys Cys Ser Xaa Phe Asp Cys Arg Met Met Phe Xaa Xaa Met Cys 



23 

10 



Gly Xaa Arg 



<210> 53 
<211> 18 
<212> PRT 

<213> Conus sulcatus 
<220> 

<221> SITE 
<222> (11) . . (12) 

<223> Xaa at residue 11 is Lys, N-methyl- 

N, N-dimethyl-Lys or N, N, N-trimethyl-I 
residue 12 is Tyr, nor-Tyr, mono-haJ 
di-halo-Tyr, 0-sulpho-Tyr , 0-phosph 



s'f Xaa at 
Tyr, 
Tyr or 



<220> 

<221> SITE 
<222> (12) . . (15) 
<223> nitro-Tyr; Xaa at residue 14 isf Pro or hydroxy- 

Pro; Xaa at residue 15 is Glu^r gamma-carboxy- 

Glu. 



<400> 53 

Gly Gly Cys Cys Ser Phe Ala Ala 
1 5 



fys Arg Xaa Xaa Arg Xaa Xaa Met 
10 15 



Cys Gly 



<210> 54 
<211> 20 
<212> PRT 

<213> Conus sulcatus 
<220> 

<221> SITE 
<222> (7) . . (15) 

<223> Xaa at residu^ 7 is Pro or hydroxy-Pro; Xaa at 
residue 10 is/Tyr, nor-Tyr, rtiono-halo-Tyr, 
di-halo-Tyr , /o-sulpho-Tyr, 0-phospho-Tyr or 
nitro-Tyr; )/aa at residue 15 is Glu or 

<220> 

<221> SITE 
<222> (7) . . {15)> 
<223> gamma-carboxy-Glu . 



<400> 54 
Gly Gly Cys 
1 



Phe His Xaa Val Cys Xaa lie Asn Leu Leu Xaa Met 
5 10 15 



Cys Arg GJ 



Arg 
20 



<210> 
<211> A9 
<212>/ PRT 
<213/ Conus betulinus 



24 

<220> 

<221> SITE 
<222> (7) . . (15) 

<223> Xaa at residues 7, 11 and 14 is Tyr, nor-Tyr^/ 
mono-halo-Tyr, di-halo-Tyr, 0-sulpho-Tyr , 
0-phospho-Tyr ; Xaa at residues 8, 9 and IS/is Pro 
or hydroxy- Pro. 

<220> 

<221> SITE 
<222> (12) . . (16) 

<223> Xaa at residues 12 and 16 is Glu ory 
gamma-carboxy-Glu . 

<400> 55 

Ser Ala Thr Cys Cys Asn Xaa Xaa Xaa C^s Xaa Xaa Thr Xaa Xaa Xaa 
1 5 /lO 15 



Ser Cys Leu 



<210> 56 
<211> 17 
<212> PRT 

<213> Conus betulinus 
<220> 

<221> SITE 
<222> (5) . . (13) 
<22 3> Xaa at residues 5 
mono-halo-Tyr, di- 



fnd 12 is Tyr, no-Tyr, 
lalo-Tyr, 0-sulpho-Tyr, 



0-phospho-Tyr or nitro-Tyr; Xaa at residues 6, 



and 13 



Pro or /hydroxy-Pro . 



<220> 

<221> SITE 
<222> (10) . . (14) 

<223> Xaa at residues 10 and 14 is Glu or 
gamma-carbox^Glu . 

<400> 56 

Ala Cys Cys Ala }faa Xaa Xaa Cys Phe Xaa Ala Xaa Xaa Xaa Arg Cys 

15 

Leu 



<210> 57 
<211> 19 
<212> PRT 
<213> Conus/ betulinus 



<220> 
<221> 
<222> 
<223> 



SIT 

Xa, 

g 

i^ Tyr, nor-Tyr, mono-halo-Tyr, di-halo-Tyr, 
sulpho-Tyr, O-phospho-Tyr or nitro-Tyr. 



. (16) 

at residues 3, 12 and 16 is Glu or 
na-carboxy-Glu; Xaa at residues 6, 7, 



and 14 



<220>) 
<22lV SITE 



25 



<222> (8) . . (15) 

<223> Xaa at residues 8, 9 and 15 is Pro or hydroxy-Pro. 
<400> 57 

Asn Ala Xaa Cys Cys Xaa Xaa Xaa Xaa Cys Xaa Xaa Ala Xa^ Xaa Xaa 
15 10 X 15 

lie Cys Leu 



<210> 58 

<211> 227 

<212> DNA 

<213> Conus magus 



<220> 
<221> CDS 
<222> (1) . 



(189) 



<400> 58 

atg ttc acc gtg ttt ctg ttg gtt g/tc ttg gca acc act gtc gtt tec 

Met Phe Thr Val Phe Leu Leu Val .Val Leu Ala Thr Thr Val Val Ser 

1 5/10 15 



48 



ttc cct tea gat cgt gca tct gat ggc agg aat gcc gca gcc aac gac 
Phe Pro Ser Asp Arg Ala Ser A^p Gly Arg Asn Ala Ala Ala Asn Asp 
20 / 25 30 



96 



aaa gcg tct gac gtg ate aeg ctg gcc etc aag gga tgc tgt tec aac 
Lys Ala Ser Asp Val lie Thir Leu Ala Leu Lys Gly Cys Cys Ser Asn 
■ 35 / 40 45 



144 



cct gtc tgt eac ttg gag/ eat tea aac ctt tgt ggt aga aga cgc 
Pro Val Cys His Leu Glu His Ser Asn Leu Cys Gly Arg Arg Arg 
50 / 55 60 



189 



tgatgctcca ggaccctctg aaceaegacg ttegagea 



227 



<210> 59 
<211> 63 
<212> PRT 
<213> Conus magus 

<400> 59 

Met Phe Thr v4l Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1/5 10 15 



Phe Pro Se:^? Asp Arg Ala Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp 
20 25 30 



Lys Ala Ser Asp Val lie Thr Leu Ala Leu Lys Gly Cys Cys Ser Asn 
/ 35 40 45 



il Cys His 



Pro Val Cys His Leu Glu His Ser Asn Leu Cys Gly Arg Arg Arg 
^0 55 60 



<210> 60 
<2/l> 208 
<W12> DNA 

<;213> Conus aulicus 



26 



<220> 
<221> CDS 
<222> (1) . . (168) 

<400> 60 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc ac 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala 
15 10 



ttc act tea gat cgt gca tct gat ggc agg aag 
Phe Thr Ser Asp Arg Ala Ser Asp Gly Arg Lys 
20 25 



ctg ate get etg acc ate aag gga tge tgt ^et tat cet cec tgt ttc 144 
Leu lie Ala Leu Thr lie Lys Gly Cys Cy^^Ser Tyr Pro Pro Cys Phe 
35 40 

gcg act aat tea gae tat tgt ggt tga^gacgct gatgctecag gaceetctga 198 
Ala Thr Asn Ser Asp Tyr Cys Gly 
50 55 




gtc gtt tec 
r Val Val Ser 
15 



ic gca geg tct ggc 
isp Ala Ala Ser Gly 
30 



48 



96 



aceaegacgt 



208 



<210> 61 
<211> 56 
<212> PRT 

<213> Conus aulieus 
<400> 61 

Met Phe Thr Val Phe Leiif Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 / 10 15 

Phe Thr Ser Asp Arg Ala Ser Asp Gly Arg Lys Asp Ala Ala Ser Gly 
20 / 25 30 

Leu lie Ala Leu Th'r lie Lys Gly Cys Cys Ser Tyr Pro Pro Cys Phe 
35 / .40 45 

Ala Thr Asn Ser/ Asp Tyr Cys Gly 
50 / 55 



<210> 62 
<211> 205 
<212> DNA 
<213> Conids aulieus 



<220> 
<221> 
<222> A) 



(174) 



<400>/62 

atg t/te ace gtg ttt etg ttg gtc gtc ttg gca ace ace gtc gtt tec 

Met i'he- Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 

1/ 5 10 15 



48 



ttp act tea gat cgt gca tct gat ggc agg aag gae gca gcg tct ggc 
Pl^'e Thr Ser Asp Arg Ala Ser Asp Gly Arg Lys Asp Ala Ala Ser Gly 
20 25 30 



96 



:tg att get etg acc atg aag gga tge tgt tct tat cet cec tgt ttc 
^Leu lie Ala Leu Thr Met Lys Gly Cys Cys Ser Tyr Pro Pro Cys Phe 
35 40 45 



144 



27 



gcg act aat cca gac tgt ggt cga cga cgc tgatgctcca ggaccctctg 
Ala Thr Asn Pro Asp Cys Gly Arg Arg Arg 
50 55 



194 



aaccacgacg t 



205 



<210> 63 
<211> 58 
<212> PRT 

<213> Conus aulicus 
<400> 63 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 10 / 15 



Phe Thr Ser Asp Arg Ala Ser Asp Gly Arg Lys Asp "Ala Ala Ser Gly 
20. 25 / 30 



/, 



Leu lie Ala Leu Thr Met Lys Gly Cys Cys Ser Tyr Pro Pro Cys Phe 
35 40 / 45 



Ala Thr Asn Pro Asp Cys Gly Arg Arg Arg 
50 55 / 



<210> 64 
<211> 223 
<212> DNA 

<213> Conus textile 



<220> 

<221> CDS 

<222> (1) . . (192) 



<400> 64 

atg ttc acc gtg ttt ctg ttg' gtt gtc ttg gca acc acc gtc gtt tec 

Met Phe Thr Val Phe' Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 

1 5/10 15 



48 



ttc tct tea ggt cgt agt/aca ttt cgt ggc agg aat gcc gca gcc aaa 
Phe Ser Ser Gly Arg Ser Thr Phe Arg Gly Arg Asn Ala Ala Ala Lys 
20 / 25 30 



96 



gcg tct ggc ctg gtc .agt ctg act gac agg aga cca gaa tgc tgt agt 
Ala Ser Gly Leu Val/ser Leu Thr Asp Arg Arg Pro Glu Cys Cys Ser 
35 / 40 45 



144 



gat cct cgc tgt a^ac teg agt cat cca gaa ctt tgt ggt gga aga cgc 
Asp Pro Arg Cys Asn Ser Ser His Pro Glu Leu Cys Gly Gly Arg Arg 
50 / 55 60 



192 



tgatgctcca ggaccctctg aaccacgacg t 



223 



<210> 65 
<2ir> 64 
<212> PRT 
<213> Conus textile 



<400> 65 / 

Met Phe JThr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1/5 10 15 



28 

Phe Ser Ser Gly Arg Ser Thr Phe Arg Gly Arg Asn Ala Ala Ala Ly^ 
20 25 30 

Ala Ser Gly Leu Val Ser Leu Thr Asp Arg Arg Pro Glu Cys Cys/Ser 
35 40 45 

Asp Pro Arg Cys Asn Ser Ser His Pro Glu Leu Cys Gly Glyy^rg Arg 
50 55 60 




<210> 66 
<211> 244 
<212> DNA 

<213> Conus textile 



<220> 
<221> CDS 
<222> (1) . 



(168) 



<400> 66 

atg ttc acc gtg ttt ctg ttg gtt gtc ttq^ gca acc gcc gtc gtt tec 

Met Phe Thr Val Phe Leu Leu Val Val Le6 Ala Thr Ala Val Val Ser 

15 AO 15 




ttc act tea gat cgt gca tct gat gac/ggg aaa gcc get gcg tct gac 
Phe Thr Ser Asp Arg Ala Ser Asp Asps Gly Lys Ala Ala Ala Ser Asp 
20 2'5 30 

ctg ate act ctg acc ate aag gga ytgc tgt tct cgt cct ccc tgt ate 
Leu lie Thr Leu Thr lie Lys Gly Cys Cys Ser Arg Pro Pro Cys lie 
35 4;0 4 5 

gcg aat aat cca gac ttg tgt ^qt tgacgacget gatgetceag aaeggtctga 
Ala Asn Asn Pro Asp Leu Cys/Gly 
50 

accacgacgt tcgagcaatg ttyfeccgtgt ttctgttggt tgtett 

<210> 67 
<211> 56 
<212> PRT 

<213> Conus textile 
<400> 67 

Met Phe Thr Val ^e Leu Leu Val Val Leu Ala Thr Ala Val Val Ser 
1/5 10 15 

Phe Thr Ser Asp Arg Ala Ser Asp Asp Gly Lys Ala Ala Ala Ser Asp 
YO 25 30 



144 



198 



244 



Leu lie Thr Leu Thr lie Lys Gly Cys Cys Ser Arg Pro Pro Cys He 
35/ 40 45 

Ala Asn Aah Pro Asp Leu Cys Gly 

50 / 55 



<210> 
<211> /23 
<212>/DNA 

<213> Conus textile 



<220> 



29 



<221> CDS 
<222> (1) . . (183) 

<400> 68 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc acc gtc gtt tccy 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val 

15 10 15 



48 



ttc act tea ggt cgt agt aca ttt cgt ggc agg aat gcc gca qaft aaa 
Phe Thr Ser Gly Arg Ser Thr Phe Arg Gly Arg Asn Ala Ala Jila Lys 
20 25 3C 



96 



gcg tct ggc ctg gtc agt ctg act gac agg aga cca caa ^tgc tgt tct 
Ala Ser Gly Leu Val Ser Leu Thr Asp Arg Arg Pro Glrr Cys Cys Ser 
35 40 /5 



144 



cat cct gcc tgt aac- gta gat cat cca gaa att tgt/ cgt tgaagacgct 
His Pro Ala Cys Asn Val Asp His Pro Glu lie Cyi Arg 
50 55 760 



193 



gatgctccag gaccctctga accacgacgt 



223 



<210> 69 
<211> 61 
<212> PRT 

<213> Conus textile 
<400> 69 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 / 10 15 



Phe Thr Ser Gly Arg Ser Thr Phe Arg Gly Arg Asn Ala Ala Ala Lys 
20 / 25 30 

Ala Ser Gly Leu Val Ser Leu' Thr Asp Arg Arg Pro Gin Cys Cys Ser 
35 / 40 45 

His Pro Ala Cys Asn Val Asp His Pro Glu lie Cys Arg 
50 / 55 60 



<210> 70 
<211> 223 
<212> DNA 
<213> Conus radi 

<220> 
<221> CDS 
<222> (1) . . (1 

<400> 70 

atg ttc acc /gtg ttt ctg ttg gtt gtc ttg gca acc acc gtc gtt tec 

Met Phe Thif Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1/5 10 15 




ttc act 
Phe Thr 



ica ggt cgt cgt aca ttt cat ggc agg aat gcc gca gcc aaa 
Ser Gly Arg Arg Thr Phe His Gly Arg Asn Ala Ala Ala Lys 
20 25 30 



gcg tat ggc ctg gtc agt ctg act gac agg aga cca gaa tgc tgt tct 
Ala gfer Gly Leu Val Ser Leu Thr Asp Arg Arg Pro Glu Cys Cys Ser 
35 40 45 



48 



96 



144 



30 



cat cct gcc tgt aac gta gat cat cca gaa att tgt cgt tgaagacgct 
His Pro Ala Cys Asn Val Asp His Pro Glu lie Cys Arg 
50 55 60 



gatgctccag gaccctctga accacgacgt 



223 



<210> 71 
<211> 61 
<212> PRT 

<213> Conus radiatus 
<400> 71 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr T^r Val Val Ser 
1 5 10 / 15 

Phe Thr Ser Gly Arg Arg Thr Phe His Gly Arg A^n Ala Ala Ala Lys 
20 25 / . 30 



Ala Ser Gly Leu Val Ser Leu Thr Asp Arg 
35 40 



Pro Glu Cys Cys Ser 
45 



His Pro Ala Cys Asn Val Asp His Pro Glu/ lie Cys Arg 
50 55 / 60 



<210> 72 
<211> 223 
<212> DNA 

<213> Conus radiatus 



<220> 
<221> CDS 
<222> (1) . 



(183) 



<400> 72 
atg ttc acc gtg ttt ctg t1 
Met Phe Thr Val Phe Leu L§ 
1 5 



gtt gtc ttg gca acc acc gtc gtt tec 
Val Val Leu Ala Thr Thr Val Val Ser 
10 15 



48 



ttc act tea ggt cgt agt 
Phe Thr Ser Gly Arg Se^ 
20 



aca ttt cgt ggc agg aat gcc gca gcc aaa 
Thr Phe Arg Gly Arg Asn Ala Ala Ala Lys 
25 30 



96 



gcg tct ggc ctg gtc /agt ctg act gac agg aga cca caa tgc tgt tct 
Ala Ser Gly Leu Vay Ser Leu Thr Asp Arg Arg Pro Gin Cys Cys Ser 
35 / 40 45 



144 



cat cct gcc tgt 
His Pro Ala Cys^ 
50 



lac gta gat cat cca gaa att tgc gat tgaagacgct 
^sn Val Asp His Pro Glu lie Cys Asp 
55 60 



193 



gatgctccag gaccctctga accacgacgt 



223 



<210> 73 
<211> 61 
<212> PRT 
<213> Conus radiatus 



<400> 7- 

Met Ph^ Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1/5 10 15 



31 

Phe Thr Ser Gly Arg Ser Thr Phe Arg Gly Arg Asn Ala Ala Ala l//s 
20 25 30 

Ala Ser Gly Leu Val Ser Leu Thr Asp Arg Arg Pro Gin Cys Cy^ Ser 
35 40 45 

His Pro Ala Cys Asn Val Asp His Pro Glu lie Cys Asp 
50 55 60 



<210> 74 
<211> 218 
<212> DNA 

<213> Conus striatus 



<220> 
<221> CDS 
<222> (1) , 



(171) 



<400> 74 

atg ttc act gtg ttt ctg ttg gtt gtc ttg" gca ate act gtc gtt tec 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala lie Thr Val Val Ser 

1 5 Ao 15 



48 



ttc cct tta gat cgt gaa tct gat ggcf gcg aat gcc gaa gcc cgc acc 
Phe Pro Leu Asp Arg Glu Ser Asp Gl/ Ala Asn Ala Glu Ala Arg Thr 
20 25 30 



cac gat cat gag aag cac gca ctg/gac egg aat gga tgc tgt agg aat 
His Asp His Glu Lys His Ala Leu^ Asp Arg Asn Gly Cys Cys Arg Asn 
35 4;6 4 5 



/, 



cct gcc tgt gag age cac aga tgt ggt tgacgacget gatgctccag 
Pro Ala Cys Glu Ser His Arg/cys Gly 
50 55 

gaeectctga accacgaegt tcgagea 



/ 



<210> 75 
<211> 57 
<212> PRT J 
<213> Conus striatus 

<4 00> 7 5 / 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala lie Thr Val Val Ser 
1 ^' b 10 15 

Phe Pro Leu Asp^ Arg Glu Ser Asp Gly Ala Asn Ala Glu Ala Arg Thr 
26 25 30 



His Asp His Glu Lys His Ala Leu Asp Arg Asn Gly Cys Cys Arg Asn 
35 / 40 45 



96 



144 



191 



218 



Pro Ala Cys Glu Ser His Arg Cys Gly 
50 / 55 




<210> 7( 
<211> 2p.l 
<212> DNA 

<213>/conus bandanus 



<220> 



32 



<221> CDS 

<222> (1) . . (180) 



<400> 76 

atg ttc acc atg ttt ctg ttg gtt gtc ttg gca acc act gtc gtt fe'cc 

Met Phe Thr Met Phe Leu Leu Val Val Leu Ala Thr Thr Val Val/ser 
15 10 15 



48 



ttc get tea gat cgt gca tct gat- ggc agg aat gcc gca gcc/aag gac 
Phe Ala Ser Asp Arg Ala Ser Asp Gly Arg Asn Ala Ala Ala Lys Asp 
20 25 /30 



96 



aaa gcg tct gac ctg gtc get ctg acc gtc aag gga tac tgt tct cat 
Lys Ala Ser Asp Leu Val Ala Leu Thr Val Lys Gly Cys Cys Ser His 
35 40 /45 



144 



ect gcc tgt age gtg aat aat eca gac att tgt ggt tgaagacgct 
Pro Ala Cys Ser Val Asn Asn Pro Asp lie Cys Gly 
50 55 / 60 



190 



gatgetecag gaccctctga accacgaegt tcgagca 



227 



<210> 77 
<211> 60 
<212> PRT 

<213> Conus bandanus 

<400> 77 / 
Met Phe Thr Met Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 / - 10 15 

Phe Ala Ser Asp Arg Ala Ser Asp Gly Arg Asn Ala Ala Ala Lys Asp 
20 / 25 30 

Lys Ala Ser Asp Leu Val Ala/Leu Thr Val Lys Gly Cys Cys Ser His 
35 / 40 45 

Pro Ala Cys Ser Val Asn ^sn Pro Asp lie Cys Gly 
50 / 55 60 



<210> 78 
<211> 104 
<212> DNA 
<213> Conus bandanus 



<220> 
<221> CDS 
<222> (1) . 



(54) 




<400> 78 

aaa gaa tgc t^t act cat cet gee tgt cac gtg agt cat eca gaa etc 

Lys Glu Cys 6ys Thr His Pro Ala Cys His Val Ser His Pro Glu Leu 
1/5 10 15 



48 



tgt ggt tgaaaagega cgtgacgctc caggaccete tgaaccacga cgttcgagca 
Cys Gly 



104 



<210> /9 
<211> /18 
<212>/PRT 
<213> Conus bandanus 



33 



<400> 79 

Lys Glu Cys Cys Thr His Pro Ala Cys His Val Ser His Pro Gli^Leu 
15 10 



Cys Gly 



<210> 80 
<211> 206 
<212> DNA 

<213> Conus bandanus 



<220> 
<221> CDS 
<222> (1) . 



(171) 



<400> 80 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg/gca act get gtt ctt oca 

Met Phe Thr Val Phe Leu Leu Val Val Ley Ala Thr Ala Val Leu Pro 
15 70 15 



48 



gtc act tta gat cgt gca tct gat gga/agg aat gca gca gcc aac gcc 
Val Thr Leu Asp Arg Ala Ser Asp Gl/ Arg Asn Ala Ala Ala Asn Ala 
20 Tb 30 



96 



aaa acg cct cgc ctg ate gcg eca /tte ate agg gat tat tgc tgt eat 
Lys Thr Pro Arg Leu lie Ala PrV Phe lie Arg Asp Tyr Cys Cys His 
35 4/ 45 



144 



aga ggt ccc tgt atg gta tgg /gt ggt tgaagccgct getgetecag 
Arg Gly Pro Cys Met Val Trp/Cys Gly 
50 ^ 55 



191 



gaccctetga accae 



206 



<210> 81 
<211> 57 
<212> PRT 

<213> Conus bandanusy 
<400> 81 

Met Phe Thr Val Prfe Leu Leu Val Val Leu Ala Thr Ala Val Leu Pro 
1 / 5 10 15 

Val Thr Leu As Arg Ala Ser Asp Gly Arg Asn Ala Ala Ala Asn Ala 

25 30 

Lys Thr Pro A^rg Leu lie Ala Pro Phe lie Arg Asp Tyr Cys Cys His 
35 / 40 45 

Arg Gly Pr/ Cys Met Val Trp Cys Gly 
50 / 55 



<210> 
<211> 
<212>/DNA 

<213/ Conus caraeteristieus 



5o> 

\\> CDS 
f222> (1) . . (171) 



34 

<400> 82 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc act gtg gtt tcrc 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val 

15 10 15 

ttc act tea gat cgt get tct gat ggc agg aat gee gca gcc aac gcg 

Phe Thr Ser Asp Arg Ala Ser Asp Gly Arg Asn Ala Ala Ala ^^n Ala 

20 25 30, 




48 



96 



ttt gac ctg ate get ctg ate gee agg caa aat tgc tgt a^ge att ecc 
Phe Asp Leu lie Ala Leu lie Ala Arg Gin Asn Cys Cys ^Ser lie Pro 
35 4 0 4 5/' 



144 



age tgt tgg gag aaa tat aaa tgt agt taa 
Ser Cys Trp Glu Lys Tyr Lys Cys Ser 
50 55 



174 



<210> 83 
<211> 57 
<212> PRT 

<213> Conus earaeteristicus 



<400> 83 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 /lO 15 



Phe Thr Ser Asp Arg Ala Ser Asp Gly/ Arg Asn Ala Ala Ala Asn Ale 
20 25' 30 



./ 



Phe Asp Leu lie Ala Leu lie Ala Arg Gin Asn Cys Cys Ser lie Pro 
35 40/ 45 



Ser Cys Trp Glu Lys Tyr Lys Cys Ser 
50 55 



<210> 84 
<211> 219 
<212> DNA 
<213> Conus earaeteristi/cus 



<220> 

<221> CDS 

<222> (1) . . (189) 



<400> 84 

atg ttc ace gtg tt/t ctg ttg gtt gtc ttg gca ace act gtg gtt tee 

Met Phe Thr Val Bhe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 

1/5 10 15 



ttc act tea gat cgt gcg tct gaa ggc agg aat get gca gcc aag gac 
Phe Thr Ser Asp Arg Ala Ser Glu Gly Arg Asn Ala Ala Ala Lys Asp 
/20 25 30 



48 



96 



aaa gcg tct/ gac ctg gtg get ctg aca gtc agg gga tgc tgt gcc att 
Lys Ala Ser Asp Leu Val Ala Leu Thr Val Arg Gly Cys Cys Ala lie 
35 4 0 45 



144 



cgt gaa /tgt ege ttg cag aat gca gcg tat tgt ggt gga ata tac 

Arg Glu^ Cys Arg Leu Gin Asn Ala Ala Tyr Cys Gly Gly lie Tyr 
5,6 55 60 

tgatgctcea ggaccctctg aaccacgacg 



189 



219 



35 



<210> 85 
<211> 63 
<212> PRT 

<213> Conus caracteristicus 
<400> 85 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr/Val Val Ser 
1 5 10/15 

Phe Thr Ser Asp Arg Ala Ser Glu Gly Arg Asn Ala/Ala Ala Lys Asp 
20 25 /• 30 

Lys Ala Ser Asp Leu Val Ala Leu Thr Val Arg /6ly Cys Cys Ala lie 
35 40 / 45 

Arg Glu Cys Arg Leu Gin Asn Ala Ala Tyr G?ys Gly Gly lie Tyr 
50 55 / 60 



<210> 86 
<211> 217 
<212> DNA 

<213> Conus tulipa 



<220> 
<221> CDS 
<222> (1) . 



(186) 



<400> 86 

atg ttc acc gtg ttt ctg 
Met Phe Thr Val Phe Leu 
1 5 



ttq/gtt gtc ttg gca acc act gtc gtt tec 
Leja Val Val Leu Ala Thr Thr Val Val Ser 
10 15 



48 



ttc cct tea gat att gca /act gag ggc agg aat gcc gca gcc aaa gcg 
Phe Pro Ser Asp lie Ala/ Thr Glu Gly Arg Asn Ala Ala Ala Lys Ala 
20 / 25 30 

ttt gac ctg ata tct teg ate gtc aag aaa gga tgc tgt tec cat cct 
Phe Asp Leu lie Ser/Ser lie Val Lys Lys Gly Cys Cys Ser His Pro 
35 / 40 45 



96 



144 



gee tgt teg ggg 
Ala Cys Ser Gly 
50 



^t aat eca gaa ttt tgt cgt eaa ggt cgc 
^sn Asn Pro Glu Phe Cys Arg Gin Gly Arg 
55 60 



186 



tgatgctcca ggaeectctg aaccacgaeg t 



217 



<210> 87 
<211> 62 
<212> PRT> 
<213> Co^ius tulipa 

<400> a/ 

Met Ph4 Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr" Val Val Ser 
1/5 10 15 

Phe /Pro Ser Asp lie Ala Thr Glu Gly Arg Asn Ala Ala Ala Lys Ala 
20 25 30 



PJ?ie Asp Leu lie Ser Ser lie Val Lys Lys Gly Cys Cys Ser His Pro 
35 40 45 



36 



Ala Cys Ser Gly Asn Asn Pro Glu Phe Cys Arg Gin Gly Arg 
50 55 60 



<210> 88 
<211> 217 
<212> DNA 
<213> Conus tulipa 

<220> 
<221> CDS 
<222> (1) . . (186). 

<400> 88 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala 
1 5 , 10 

ttc cct tea gat ata gca act gag ggc agg a 
Phe Pro Ser Asp lie Ala Thr Glu Gly Arg 
20 25 




act gtc gtt tec 
Thr Val Val Ser 
15 



gcc gca gcc aaa gcg 
Ala Ala Ala Lys Ala 
30 



ttt gac ctg ata tct teg ate gtc agg aaaf gga tgc tgt tec aat ccc 
Phe Asp Leu lie Ser Ser lie Val Arg Lys Gly Cys Cys Ser Asn Pro 
35 40 / 45 



48 



96 



144 



gee tgt gcg ggg aat aat cca cat gtt/tgt cgt caa ggt cge 
Ala Cys Ala Gly Asn Asn Pro His Va/ Cys Arg Gin Gly Arg 
50 ' 55 / 60 

tgatgcteea ggaccetetg aaccacgacg/t 



<210> 89 
<211> 62 
<212> PRT 

<213> Conus tulipa 
<400> 89 

Met Phe Thr Val Phe Leu L, 
1 5 




Val Val Leu Ala Thr Thr Val Val Ser 
10 15 



Phe Pro Ser Asp lie Ala^ Thr Glu Gly Arg Asn Ala Ala Ala Lys Ala 
20 / 25 30 

Phe Asp Leu lie Ser ^er lie Val Arg Lys Gly Cys Cys Ser Asn Pro 
35 / 40 45 



Ala Cys Ala Gly As 
50 



<210> 90 
<211> 226 
<212> DNA 
<213> Conus 



<220> 
<221> CDS 
<222> (1) 




n Asn 



Pro His Val Cys Arg Gin Gly Arg 
55 60 



Icatus 



186 



217 



(195) 



<400> 9oy 

atg tte/acc gtg ttt ctg ttg gtt gtc ttg gca ace acc gtc gtt tec 
Met Ph^ Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 



48 



ttc aat tea gat cgt gat cca gca tta ggt ggc agg aat get gcc 
Phe Asn Ser Asp Arg Asp Pro Ala Leu Gly Gly Arg Asn Ala A^ 
20 25 30 



gcc 
Ala 



aaa gcg tct gac aag ate get teg aee ete aag aga aga gg^ tgc tgt 
Lys Ala Ser Asp Lys lie Ala Ser Thr Leu Lys Arg Arg ^ly Cys Cys 
35 40 45, 



teg tat ttt gac tgt aga atg atg ttt cea gaa atg 
Ser Tyr Phe Asp Cys Arg Met Met Phe Pro Glu Met 
50 ' 55 6 



t ggt tgg ega 
ys Gly Trp Arg 



/ 




ggc tgatgcteea ggaccctetg aaccacgaeg t 
Gly 
65 



<210> 91 
<211> 65 
<212> PRT 

<213> Conus suleatus 
<400> 91 

Met Phe Thr Val Phe Leu Leu Val ^1 Leu Ala Thr Thr Val Val Ser 
1 5/10 15 

Phe Asn Ser Asp Arg Asp Pro Aid Leu Gly Gly Arg Asn Ala Ala Ala 
20 / 25 30 



Lys Ala Ser Asp Lys lie Ala Ser Thr Leu Lys Arg Arg Gly Cys Cys 
35 / 40 45 

Ser Tyr Phe Asp Cys Arg Me^t Met Phe Pro Glu Met Cys Gly Trp Arg 
50 j55 60 

Gly 
65 



<210> 92 
<211> 226 
<212> DNA 
<213> Conus sulcat 




<220> 
<221> CDS 
<222> (1) . 

<400> 92 

atg ttc aee gl/g ttt ctg ttg gtt gtc ttg gca aee aee gte gtt tec 

Met Phe Thr v/al Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1/5 10 15 

ttc aat tea' gat cgt gat cca gca tta ggt ggc agg aat get gca gee 
Phe Asn Se/ Asp Arg Asp Pro Ala Leu Gly Gly Arg Asn Ala Ala Ala 
20 25 30 



96 



144 



192 



226 



48 



96 



ata gcg ytet gac aag ate get teg aee ete agg aga gga gga tgc tgt 
lie Ala/ Ser Asp Lys lie Ala Ser Thr Leu Arg Arg Gly Gly Cys Cys 
35 40 45 



144 



tct t^t cct gcc tgt aga aag tat egt cca gaa atg tgt ggt gga cga 



192 



Ser Phe Pro Ala Cys Arg Lys Tyr Arg Pro Glu Met Cys Gly Gly Aj; 
50 55 60 

cgc tgatgctcca ggaccctctg aaccacgacg t 
Arg 
65 



<210> 93 
<211> 65 
<212> PRT 

<213> Conus sulcatus 



<400> 93 

Met Phe Thr Val Phe Leu 
1 5 

Phe Asn Ser Asp Arg Asp 
20 

lie Ala Ser Asp Lys lie 
35 

Ser Phe Pro Ala Cys Arg 
50 

Arg 
65 



Leu Val Val Leu Ala JThr Thr Val Val Ser 
10 / 15 

Pro Ala Leu Gly G'l/y Arg Asn Ala Ala Ala 
25 // 30 

Ala Ser Thr Leu/Arg Arg Gly Gly Cys Cys 
4 0 // 4 5 

Lys Tyr Arq /Pro Glu Met Cys Gly Gly Arg 
55 // 60 




<210> 94 
<211> 211 
<212> DNA 

<213> Conus sulcatus 

<220> 
<221> CDS 
<222> (1) . . (180) 

<400> 94 

atg ttc acc gtg ttt/fctg 
Met Phe Thr Val PhgT Leu 
1 

ttc act tea gat ^at gaa 
Phe Thr Ser Asp^is Glu 
2 



gaa gtg ttt 
Glu Val Phe 
35i 

cct get t^ 
Pro Ala 
50 



atg tte 
Met Phe 



gge aga cac 
Gly Arg His 



ttg gtt gtc ttg gca acq acc gtc gtt tec 
Leu Val Val Leu Ala Thr Thr Val Val Ser 
10 15 

tct gat cgc ggt gat gee caa acc ate caa 
Ser Asp Arg Gly Asp Ala Gin Thr lie Gin 
25 30 

get ctg gae age gat gga tgc tgt tgg cat 
Ala Leu Asp Ser Asp Gly Cys Cys Trp His 
40 45 

tat tgt ggt cga aga cgc tgatgctcca 
Tyr Cys Gly Arg Arg Arg 
55 60 



ggaceotctg aaccacgacg t 



<210> 95 
<2/l> 60 
<2/l2> PRT 

C/^13> Conus sulcatus 



226 



48 



96 



144 



190 



211 



<400> 95 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val S/r 
1.5 10 15 

Phe Thr Ser Asp His Glu Ser Asp Arg Gly Asp Ala Gin Thr l]/4 Gin 
20 25 30 

Glu Val Phe Glu Met Phe Ala Leu Asp Ser Asp Gly Cys Cy^ Trp His 
35 40 45 



Pro Ala Cys Gly Arg His Tyr Cys Gly Arg Arg Arg 
50 55 60 



<210> 96 

<211> 202 

<212> DNA 

<213> Conus sulcatus 



<220> 
<221> CDS 
<222> (1) . 



(195) 



<400> 96 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg/gca acc acc gtc gtt tec 

Met Phe Thr Val Phe Leu Leu Val Val Leu^ Ala Thr Thr Val Val Ser 

15 W 15 



48 



ttc aat tea gat cgt gat cca gca tta dgt ggc agg aat get gca gee 
Phe Asn Ser Asp Arg Asp Pro Ala Leu /Gly Gly Arg Asn Ala Ala Ala 
20 25/ 30 



96 



ata geg tct gac aag ate get teg afc etc agg aga gga gga tge tgt 
He Ala Ser Asp Lys He Ala Ser TJhr Leu Arg Arg Gly Gly Cys Cys 
35 40 / 45 



144 



tet ttt get gee tgt aga aag talf cgt cca gaa atg tgt ggt gga cga 
Ser Phe Ala Ala Cys Arg Lys Ty^r Arg Pro Glu Met Cys Gly Gly Arg 
50 55 / 60 



192 



egc tgatget 
Arg 
65 • 



202 



<210> 97 
<211> 65 
<212> PRT 

<213> Conus sulcatus 
<400> 97 

Met Phe Thr Val Phe^ Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 A 10 15 

Phe Asn Ser Asp ^rg Asp Pro Ala Leu Gly Gly Arg Asn Ala Ala Ala 
20/ 25 30 

He Ala Ser Asp Lys He Ala Ser Thr Leu Arg Arg Gly Gly Cys Cys 
35 / 40 45 



Ser Phe Ala Ala Cys Arg Lys Tyr Arg Pro Glu Met Cys Gly Gly Arg 
50 / 55 60 



Arg 



40 

65 



<210> 98 
<211> 220 
<212> DNA 

<213> Conus sulcatus 

<220> 

<221> CDS 

<222> (1) . . (189) 



<400> 98 

atg ttc acc gtg ttt ctg ttg gtt etc ttg gca acCyacc gtc gtt tec 

Met Phe Thr Val Phe Leu Leu Val Leu Leu Ala Thr/ Thr Val Val Ser 

1 5 10 / 15 



48 



ttc aat tea gat cgt gca tta ggt ggc agg aat /get gea gee aaa gcg 
Phe Asn Ser Asp Arg Ala Leu Gly Gly Arg Asn^Ala Ala Ala Lys Ala 
20 25 / 30 



96 



tct gac aag ate ett teg aac etc agg aga /^ga gga tge tgt ttt cat 
Ser Asp Lys lie Leu Ser Asn Leu Arg Arg/ Gly Gly Cys Cys Phe His 
35 40 / 45 



144 



cct gte tgt tac ate aat ctt eta gaa atg tgt cgt eaa cga ggc 
Pro Val Cys Tyr lie Asn Leu Leu Glu/Met Cys Arg Gin Arg Gly 
50 55 / 60 



189 



tgatcgtcea ggaccctctg aaccacgacg 



220 



<210> 99 
<211> 63 
<212> PRT 

<213> Conus sulcatus 
<400> 99 

Met Phe Thr Val Phe Leu Led Val Leu Leu Ala Thr Thr • Val Val Ser 
1 5/10 15 

Phe Asn Ser Asp Arg Ala/Leu Gly Gly Arg Asn Ala Ala Ala Lys Ala 
20 / 25 30 

Ser Asp Lys lie Leu Ser Asn Leu Arg Arg Gly Gly Cys Cys Phe His 
35 / 40 45 

Pro Val Cys Tyr Ile^ Asn Leu Leu Glu Met Cys Arg Gin Arg Gly 
50 / 55 60 



<210> 100 
<211> 208 
<212> DNA 
<213> Conus consors 



<220> 
<221> CDS 
<222> (1) . 



(177) 



<400> IOC 

atg ttc iQcc gtg ttt ctg ttg gtt gtc ttg aca acc act gtc gtt tec 

Met Phe/Thr Val Phe Leu Leu Val Val Leu Thr Thr Thr Val Val Ser 

1/5 10 15 



48 



41 



ttc cct tea gat agt gca tct gat gtc agg gat gac gaa gcc aaa gacy 
Phe Pro Ser Asp Ser Ala Ser Asp Val Arg Asp Asp Glu Ala Lys As 
20 25 30 



96 



gaa agg tct gac atg tac aaa teg aaa egg aat gga cgc tgt tg6 cat . 144 
Glu Arg Ser Asp Met Tyr Lys Ser Lys Arg Asn Gly Arg Cys Qys His 
35 40 45 

cct gcc tgt ggc aaa cae ttt agt tgt gga cgc tgatgctcc^ ggaccctctg 197 
Pro Ala Cys Gly Lys His Phe Ser Cys Gly Arg 
50 55 



aaecacgacg t 



208 



<210> 101 
<211> 59 
<212> PRT 

<213> Conus consors 
<400> 101 

Met Phe Thr Val Phe Leu Leu Val Val Leu T/r Thr Thr Val Val Ser 
1 5 10 / 15 

Phe Pro Ser Asp Ser Ala Ser Asp Val Arrf Asp Asp Glu Ala Lys Asp 
20 25 / 30 

Glu Arg Ser Asp Met Tyr Lys Ser Lys Arg Asn Gly Arg Cys Cys His 
35 40 / 45 

Pro Ala Cys Gly Lys His Phe Ser C_/s Gly Arg 
50 55 



<210> 102 
<211> 219 
<212> DNA 
<213> Conus stercusmuscarum , 



<220> 
<221> CDS 
<222> (1) . 



(189) 



<400> 102 

atg ttc ace gtg ttt et^ 

Met Phe Thr Val Phe Le 

1 5 



ttg gtt gtc ttg gca acc act gtc gtt tec 
Leu Val Val Leu Ala Thr Thr Val Val Ser 
10 15 



48 



tec cct tea gat 
Ser Pro Ser Asp Arc 
20 



fqca tct gat ggc agg aat gcc gca gcc aac gag 
Ala Ser Asp Gly Arg Asn Ala Ala Ala Asn Glu 
25 30 



96 



aaa gcg tct gac 
Lys Ala Ser Asp 
35 



ftg ate gcg ctg gcc etc aag gga tgc tgt tec aac 
/al lie Ala Leu Ala Leu Lys Gly Cys Cys Ser Asn 
40 45 



144 



cct gtc tgt Cc 
Pro Val Cys 
50 



ctg gag cat tea aac atg tgt ggt aga aga cgc 
Leu Glu His Ser Asn Met Cys Gly Arg Arg Arg 
55 60 



189 



tgatgetcca /ggaccctctg aaecacgacg 



219 



<210> 10 



42 

<211> 63 
<212> PRT 

<213> Conus stercusmuscarum 
<400> 103 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1-5 10 * 15 

Ser Pro Ser Asp Arg Ala Ser Asp Gly Arg' Asn Ala Ala Ala Asn Glu 
20 ■ 25 30 

Lys Ala Ser Asp Val lie Ala Leu Ala Leu Lys Gly Cys Cys Ser Asn 
35 40 45 

Pro Val Cys His Leu Glu His Ser Asn Met Cys Gly Arg Arg Arg 
50 55 60 



<210> 104 
<211> 248 
<212> DNA 

<213> Conus betulinus 

<220> 

<221> CDS 

<222> (1) . . (180) 

<400> 104 

atg ttc tec gtg ttt ctg ttg gtt gtc ttg gca acc act gtc gtt tec 48 
Met Phe Ser Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

tec act tea ggt ggt gca tct ggt ggc agg aag get gca gee aaa gcg 96 
Ser Thr Ser Gly Gly Ala Ser Gly Gly Arg Lys Ala Ala Ala Lys Ala 
20 25 . 30 

tct aac egg ate get ctg acc gtc agg agt gca aca tge tgt aat tat 144 
Ser Asn Arg lie Ala Leu Thr Val Arg Ser Ala Thr Cys Cys Asn Tyr 
35 40 45 

ect ccc tgt tae gag act tat cca gaa agt tgt ctg taaegtgaat 190 
Pro Pro Cys Tyr Glu Thr Tyr Pro Glu Ser Cys Leu 
50 55 60 



catccagagc tttgtggctg aagaeactga tgetccagga cectctgaac cacgacgt 248 



<210> 105 
<211> 60 
<212> PRT 

<213> Conus betulinus 
<400> 105 

Met Phe Ser Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Ser Thr Ser Gly Gly Ala Ser Gly Gly Arg Lys Ala Ala Ala Lys Ala 
20 25 30 

Ser Asn Arg lie Ala Leu Thr Val Arg Ser Ala Thr Cys Cys Asn Tyr 
35 40 45 



Pro Pro Cys Tyr Glu Thr Tyr Pro Glu Ser Cys Leu 
50 55 60 



43 



<210> 106 
<211> 223 
<212> DNA 

<2 13> Conus betulinus 

<220> 

<221> CDS 

<222> (1) . . (183) 

<400> 106 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc act gtg gtt tec 48 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
■ 1 5 .10 15 

ttc act tea ggt cgt gca ttt cgt ggc agg aat cgc gca gcc gac gac 96 
Phe Thr Ser Gly Arg Ala Phe Arg Gly Arg Asn Arg Ala Ala Asp Asp 
20 25 30 

aaa agg tct gac ctg gcc get ctg age gtc agg gga gga tge tgt tec 14 4 
Lys Arg Ser Asp Leu Ala Ala Leu Ser Val Arg Gly Gly Cys Cys Ser 
35 40 45 

cat cct gcc tgt geg gtg aat cat cea gag ctt tgt ggc tgaagacgct 193 
His Pro Ala Cys Ala Val Asn His Pro Glu Leu Cys Gly 
50 55 60 

gatgccccag gaccctctga accacgacgt 223 



<210> 107 
<211> 61 
<212> PRT 

<213> Conus betulinus 
<400> 107 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Phe Thr Ser Gly Arg Ala Phe Arg Gly Arg Asn Arg Ala Ala Asp Asp 
20 25 30 

Lys Arg Ser Asp Leu Ala Ala Leu Ser Val Arg Gly Gly Cys Cys Ser 
35 40 45 

His Pro Ala Cys Ala Val Asn His Pro Glu Leu Cys Gly 
50 55 60 



<210> 108 
<211> 248 
<212> DNA 

<213> Conus betulinus 

<220> 

<221> CDS 

<222> (1) . . (180) 

<400> 108 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc act gtc gtt tec 48 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 



ttc act tea ggt cgt gca tct ggt ggc agg aat get gca gcc aaa geg 96 



44 

Phe Thr Ser Gly Arg Ala Ser Gly Gly Arg Asn Ala Ala Ala Lys Ala 
20 25 30 

tct aac egg ate get atg gee ate age agt gga gea tge tgt gea tat 144 
Ser Asn Arg lie Ala Met Ala lie Ser Ser Gly Ala Cys Cys Ala Tyr 
35 40 45 

cct ccc tgt ttc gag get tat eea gaa aga tgt etg taaegtgaat 190 
Pro Pro Cys Phe Glu Ala Tyr Pro Glu Arg Cys Leu 
50 55 60 

eateeagaee tttgtggetg aagacgctga tgececagga ccctctgaac cacgacgt 248 



<210> 109 
<211> 60 
<212> PRT 

<213> Conus betulinus 
<400> 109 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Phe Thr Ser Gly Arg Ala Ser Gly Gly Arg Asn Ala Ala Ala Lys Ala 
20 25 30 

Ser Asn Arg lie Ala Met Ala lie Ser Ser Gly Ala Cys Cys Ala Tyr 
35 40 45 

Pro Pro Cys Phe Glu Ala Tyr Pro Glu Arg Cys Leu 
50 55 60 



<210> 110 
<211> 223 
<212> DNA 

<213> Conus betulinus 

<220> 

<221> CDS 

<222> (1) . . (192) 

<400> 110 

atg ttc aee gtg ttt ctg ttg gtt gtc ttg gea aee aet gte gtt tec 48 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

ttc aet tea gat cgt gea ttt cgt gge agg aat tec gea gee aac gac 96 
Phe Thr Ser Asp Arg Ala Phe Arg Gly Arg Asn Ser Ala Ala Asn Asp 
20 25 30 

aaa agg tet gac etg gee get ctg age gtc agg aga gga tge tge tec 144 
Lys Arg Ser Asp Leu Ala Ala Leu Ser Val Arg Arg Gly Cys Cys Ser 
35 40 45 

eat ccc gee tgt age gtg aat cat cca gag ett tgt ggt aga aga cgc 192 
His Pro Ala Cys Ser Val Asn His Pro Glu Leu Cys Gly Arg Arg Arg 
50 55 60 

tgatgcccca ggaecetctg aaccacgaeg t 223 



<210> 111 
<211> 64 



45 

<212> PRT 

<213> Conus betulinus 
<400> 111 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Phe Thr Ser Asp Arg Ala Phe Arg Gly Arg Asn Ser Ala Ala Asn Asp 
20 25 30 

Lys Arg Ser Asp Leu Ala Ala Leu Ser Val Arg Arg Gly Cys Cys Ser 

35 - 40 45 

His Pro Ala Cys Ser Val Asn His Pro Glu Leu Cys Gly Arg Arg Arg 
50 55 60 



<210> 112 
<211> 248 
<212> DNA 

<213> Conus betulinus 

<220> 

<221> CDS 

<222> (1) . . (180) 

<400> 112 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc act gtc gtt tec 48 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

ttc act tea ggt egt gca tet ggt ggc agg aat get gca gee aaa geg 96 
Phe Thr Ser Gly Arg Ala Ser Gly Gly Arg Asn Ala Ala Ala Lys Ala 
20 25 30 

tet aac egg ate get ctg ate gtc agg aat gea gaa tgc tgt tat tat 144 
Ser Asn Arg lie Ala Leu lie Val Arg Asn Ala Glu Cys Cys Tyr Tyr 
35 -40 45 

cet cec tgt tac gag get tat cea gaa att tgt ctg taacgtgaat 190 
Pro Pro Cys Tyr Glu Ala Tyr Pro Glu lie Cys Leu 
50 55 60 

eatccagace tttgtggetg aagaeeetga tgctceagga eectetgaac caegacgt 248 

<210> 113 
<211> 60 
<212> PRT 

<213> Conus betulinus 
<400> 113 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Phe Thr Ser Gly Arg Ala Ser Gly Gly Arg Asn Ala Ala Ala Lys Ala 
20 25 30 

Ser Asn Arg lie Ala Leu lie Val Arg Asn Ala Glu Cys Cys Tyr Tyr 
35 40 45 



Pro Pro Cys Tyr Glu Ala Tyr Pro Glu lie Cys Leu 
50 55 , 60 



46 

<210> 114 
<211> 207 
<212> DNA 

<213> Conus pennaceus 

<220> 

<221> CDS 

<222> (1) . . (168) 

<400> 114 

atg ttc acc gtg ttt ctg ttggtt gtc ttg gca acc acc gtc att tec 48 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val lie Ser 
1 5 10 15 . 

ttc act tea gat cgt gca tct gat ggc ggg aat gee gca gcg" tct gae 96 
Phe Thr Ser Asp Arg Ala Ser Asp Gly Gly Asn Ala Ala Ala Ser Asp 
20 25 30 

ctg ate get ctg acc ate aag gga tgc tgt tct cat cet ccc tgt gcc 144 
Leu lie Ala Leu Thr lie Lys Gly Cys Cys Ser His Pro Pro Cys Ala 
35 40 45 

atg aat aat eca gae tat tgt ggt tgacgacget gatgctccag gaecctctga 198 
Met Asn Asn Pro Asp Tyr Cys Gly 
50 55 

accacgaeg 207 



<210> 115 
<211> 56 
<212> PRT 

<213> Conus pennaceus 
<400> 115 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val lie Ser 
15 10 15 

Phe Thr Ser Asp Arg Ala Ser Asp Gly Gly Asn Ala Ala Ala Ser Asp 
20 25 30 

Leu lie Ala Leu Thr lie Lys Gly Cys Cys Ser His Pro Pro Cys Ala 
35 40 45 

Met Asn Asn Pro Asp Tyr Cys Gly 
50 55 



<210> 116 
<211> 207 
<212> DNA 

<213> Conus pennaceus 

<220> 

<221> CDS 

<222> (1) . . (168) 

<400> 116 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc acc gtc gtt tec 48 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 



ttc act tea gat cgt gca tct gat ggc ggg aat gcc gca atg tct gae 96 
Phe Thr Ser Asp Arg Ala Ser Asp Gly Gly Asn Ala Ala Met Ser Asp 
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20 25 30 

ctg ate get etg acc ate aag gga tge tgt tct cat eet eee tgt tte 144 
Leu lie Ala Leu Thr lie Lys Gly Cys Cys Ser His Pro Pro Cys Phe 
35 40 45 

ctg aat aat eca gac tat tgt ggt tgacgacgct gatgctccag gaccctctga 198 
Leu Asn Asn Pro Asp Tyr Cys Gly 
50 55 

accacgacg 207 



<210> 117 
<211> 56 
<212> PRT 

<213> Conus pennaceus 
<400> 117 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15' 10 15 

Phe Thr Ser Asp Arg Ala Ser Asp Gly Gly Asn Ala Ala Met Ser Asp 
20 25 30 

Leu lie Ala Leu Thr lie Lys Gly Cys Cys Ser His Pro Pro Cys Phe 
35 40 45 

Leu Asn Asn Pro Asp Tyr Cys Gly 
50 55 



<210> 118 
<211> 210 
<212> DNA 

<213> Conus stercusmuscarum 



<220> 

<221> CDS 

<222> (1) . . (171) 



<400> 118 

atg tte acc gtg ttt ctg ttg gtt gtc ttg gca ace act gtc gtt tee 48 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 10 .15 

tte ect tea gat cgt gaa tct gat ggc gcg aat gac gaa gee cge acc 96 
Phe Pro Ser Asp Arg Glu Ser Asp Gly Ala Asn Asp Glu Ala Arg Thr 
20 25 30 



gac gag cet gag gag eac gga ccg gac agg aat gga tge tgt agg aat 144 
Asp Glu Pro Glu Glu His Gly Pro Asp Arg Asn Gly Cys Cys Arg Asn 
35 40 45 

cet gee tgt gag age cae aga tgt ggt tgacgacgct gatgctccag 191 
Pro Ala Cys Glu Ser His Arg Cys Gly 
50 55 

gaccctctga accacgacg 210 



<210> 119 
<211> 57 
<212> PRT 



48 



<213> Conus stercusmuscarum 
<400> 119 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 ' 5 10 15 

Phe Pro Ser Asp Arg Glu Ser Asp Gly Ala Asn Asp Glu Ala Arg Thr 
20 25 30 

Asp Glu Pro Glu Glu His Gly Pro Asp Arg Asn Gly Cys Cys Arg Asn 
35 40 45 

Pro Ala Cys Glu Ser His Arg Cys Gly 
50 55 



<210> 120 
<211> 210 
<212> DNA 

<213> Conus circumcisus 

<220> 

<221> CDS 

<222> (1) . . (180) 

<400> 120 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc act gtc gtt tec 48 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 

15 10 15 

ttc cct tea gat cgt gca tct gat ggc agg aat gcc gca gee age gac 96 
Phe Pro Ser Asp Arg Ala Ser Asp Gly Arg Asn Ala Ala Ala Ser Asp 
20 25 30 

aga gcg tct gac gcg gcc cac cag gga tgc tgt tec aac cct gtc tgt 144 
Arg Ala Ser Asp Ala Ala His Gin Gly Cys Cys Ser Asn Pro Val Cys 
35 * 40 45 

cac gtg gaa cat cca gaa ctt tgt cgt aga aga cgc tgatgctcca 190 
His Val Glu His Pro Glu Leu Cys Arg Arg Arg Arg - 
50 55 60 

ggaccctctg aaccacgacg 210 

<210> 121 
<211> 60 
<212> PRT 

<213> Conus circumcisus 
<400> 121 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Phe Pro Ser Asp Arg Ala Ser Asp Gly Arg Asn Ala Ala Ala Ser Asp 
20 25 30 

Arg Ala Ser Asp Ala Ala His Gin Gly Cys Cys Ser Asn Pro Val Cys 
35 40 45 

His Val Glu His Pro Glu Leu Cys Arg Arg Arg Arg 
50 55 60 
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<^ 1 u> 






<211> 


213 




<212> 


DNA 




<213> 


Conus 


c i IT cuinc i s u s 


<220> 






<221> 


CDS 




<222> 


(1) . . 


(174) 


<400> 


122 




atg ttc acc 


gtg ttt ctg 


Met Phe Thr 


Val Phe Leu 


1 




5 



10 15 



48 



ttc cct tea aat cgt gaa tct gat ggc gcg aat gcc gaa gtc cgc acc 96 
Phe Pro Ser Asn Arg Glu Ser Asp Gly Ala Asn Ala Glu Val Arg Thr 
20 25 30 

gac gag cct gag gag cac gac gaa ctg ggc ggg aat gga tgc tgt ggg 14 4 
Asp Glu Pro Glu Glu His Asp Glu Leu Gly Gly Asn Gly Cys Cys Gly 
35 40 45 

aat cct gac tgt acg age cac agt tgt gat tgacgacgct gatgctccag 194 
Asn Pro Asp Cys Thr Ser His Ser Cys Asp 
50 55 

gaccctctga accacgacg 213 



<210> 123 
<211> 58 
<212> PRT ' 

<213> Conus circumcisus 
<400> 123 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Phe Pro Ser Asn Arg Glu Ser Asp Gly Ala Asn Ala Glu Val Arg Thr 
20 25 30 

Asp Glu Pro Glu Glu His Asp Glu Leu Gly Gly Asn Gly Cys Cys Gly 
35 40 45 

Asn Pro Asp Cys Thr Ser His Ser Cys Asp 
50 55 



<210> 124 
<211> 207 
<212> DNA 

<213> Conus episcopatus 

<220> 

<221> CDS 

<222> (1) . . (168) 

<400> 124 

atg ttc acc gtg ttt ctg ttg gtt 
Met Phe Thr Val Phe Leu Leu Val 
1 5 

ttc act tea gat cgt gca tct gat 
Phe Thr Ser Asp Arg Ala Ser Asp 



gtc ttg gca acc acc gtc gtt tec 48 

Val Leu Ala Thr Thr Val Val Ser 
10 15 

age agg aag gac gca gcg tct ggc 96 

Ser Arg Lys Asp Ala Ala Ser Gly 



50 



20 25 30 

ctg ate get ctg acc ate aag gga tgc tgt tct gat cct cgc tgt aac 144 
Leu lie Ala Leu Thr lie Lys Gly Cys Cys Ser Asp Pro Arg Cys Asn 
35 40 45 

atg aat aat cca gac tat tgt ggt tgacgacgct gatgctccag gaccctctga 198 
Met Asn Asn Pro Asp Tyr Cys Gly 
50 55 



accacgacg 



207 



<210> 125 
<211> 56 
<212> PRT 

<213> Conus episcopatus 
<400> 125 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Phe Thr Ser Asp Arg Ala Ser Asp Ser Arg Lys Asp Ala Ala Ser Gly 
20 25 30 

Leu lie Ala Leu Thr lie Lys Gly Cys Cys Ser Asp Pro Arg Cys Asn 
35 40 45 

Met Asn Asn Pro Asp Tyr Cys Gly 
50 55 

<210> 126 
<211> 213 
<212> DNA 

<213> Conus sponsalis 

<220> 

<221> CDS 

<222> (1) . . {174 ) 

<400> 126 

atg tec acc gtg ttt ctg ttg gtt gte etc gca acc ace gte gtt tec 48 
Met Ser Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

ttc act gta gat cgt gca tct gat ggc agg gat gte gca ate gac gac 96 
Phe Thr Val Asp Arg Ala Ser Asp Gly Arg Asp Val Ala lie Asp Asp 
20 25 30 

aga ttg gtg tct etc cct eag ate gee cat get gac tgt tgt tec gat 144 
Arg Leu Val Ser Leu Pro Gin lie Ala His Ala Asp Cys Cys Ser Asp 
35 40 45 

cct gee tgc aag eag aeg cec ggt tgt cgt taaagacgct gctgctccag 194 
Pro Ala Cys Lys Gin Thr Pro Gly Cys Arg 
50 55 

gaccctctga accacgacg 213 



<210> 127 
<211> 58 
<212> PRT 
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<213> Conus sponsalis 
<400> 127 

Met Ser Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Phe Thr Val Asp Arg Ala Ser Asp Gly Arg Asp Val Ala lie Asp Asp 
20 25 30 

Arg Leu Val Ser Leu Pro Gin lie Ala His Ala Asp Cys Cys Ser Asp 
35 40 45 

Pro Ala Cys Lys Gin Thr Pro Gly Cys Arg 
50 55 



<210> 128 
<211> 221 
<212> DNA 

<213> Conus sponsalis 

<220> 

<221> CDS 

<222> (1) . . (168) 

<400> 128 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc acc gtc get tec 48 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Ala Ser 
15 10 15 

tte att ate gat gat cca tct gat ggc agg aat att gea gtc gac gac 96 
Phe lie lie Asp Asp Pro Ser Asp Gly Arg Asn lie Ala Val Asp Asp 
20 25 30 

aga ggg ctt ttc tct acg etc ttc cat get gat tgc tgt gaa aat cct 144 
Arg Gly Leu Phe Ser Thr Leu Phe His Ala Asp Cys Cys Glu Asn Pro 
35 40 45 

gcc tgt aga cac acg cag ggt tgt tgatctttgt tcttcaaaga caetgctggc 198 
Ala Cys Arg His Thr Gin Gly Cys 
50 55 

ccaggaccct etgaaccacg acg 221 



<210> 129 
<211> 56 
<212> PRT 
<213> Conus spo: 

<400> 129 
Met Phe Thr Val 
1 

Phe lie lie Asp 
20 

Arg Gly Leu Phe 
35 



isalis 

Phe Leu Leu Val 
5 

Asp Pro Ser Asp 

Ser Thr Leu Phe 
40 



Val Leu Ala Thr 
10 

Gly Arg Asn lie 
25 

His Ala Asp Cys 



Thr Val Ala Ser 
15 

Ala Val Asp Asp 
30 

Cys Glu Asn Pro 
45 



Ala Cys Arg His Thr Gin 
50 



Gly Cys 
55 
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<210> 130 
<211> 220 
<212> DNA 
<213> Conus dalli 

<220> 

<221> CDS 

<222> (1) . . (180) 

<400> 130 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc acc gtc gtt tec 48 

Met Phe Thr Val- Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 

15 10 15 

ttc act tea gat egt gca ttt cgt ggc agg aat gcc gca gcc aaa gag 96 
Phe Thr Ser Asp Arg Ala Phe Arg Gly Arg Asn Ala Ala Ala Lys Glu 
20 25 30 

tct ggc ctg gtc ggt ctg acc gac aag aeg ega gga tgc tgt tet cat 144 
Ser Gly Leu Val Gly Leu Thr Asp Lys Thr Arg Gly Cys Cys Ser His 
35 40 45 

ect gcc tgt aac gta gat cat cca gaa att tgt ggt tgaagacget 190 
Pro Ala Cys Asn Val Asp His Pro Glu lie Cys Gly 
50 55 60 

gatgctccag gaccctctga accacgacgt 220 



<210> 131 

<211> 60 

<212> PRT 

<213> Conus dalli 

<400> 131 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 .10 15 

Phe Thr Ser Asp Arg Ala Phe Arg Gly Arg Asn Ala Ala Ala Lys Glu 
20 25 30 

Ser Gly Leu Val Gly Leu Thr Asp Lys Thr Arg Gly Cys Cys Ser His 
35 40 45 

Pro Ala Cys Asn Val Asp His Pro Glu lie Cys Gly 
50 55 60 



<210> 132 
<211> 208 
<212> DNA 
<213> Conus dalli 

<220> 

<221> CDS 

<222> (1) . . (177) 

<400> 132 

atg ttc acc gtg ttt ctg ttg gtt 
Met Phe Thr Val Phe Leu Leu Val 
1 5 

ttc act tea gat ggt gca tct gat 
Phe Thr Ser Asp Gly Ala Ser Asp 



gtc ttg gca acc acc gtc gtt tec 48 
Val Leu Ala Thr Thr Val Val Ser 
10 15 

gac agg aaa gcc get gcg tct gac 96 
Asp Arg Lys Ala Ala Ala Ser Asp 
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20 25 30 

ctg ate act ctg acc ate aag gga tgc tgt tct cgt cct ccc tgt ate 144 
Leu lie Thr Leu Thr lie Lys Gly Cys Cys Ser Arg Pro Pro Cys lie 
35 40 45 

geg aat aat oca gac ttg tgt ggt cga cga cgc tgatgeteea ggaccetetg 197 
Ala Asn Asn Pro Asp Leu Cys Gly Arg Arg Arg 
50 55 

aaecacgacg t 208 



<210> 133 

<211> 59 

<212> PRT 

<213> Conus dalli 



<400> 133 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Phe Thr Ser Asp Gly Ala Ser Asp Asp Arg Lys Ala Ala Ala Ser Asp 
20 25 30 

Leu lie Thr Leu Thr lie Lys Gly Cys Cys Ser Arg Pro Pro Cys lie 
35 40 45 



Ala Asn Asn Pro Asp Leu Cys Gly Arg Arg Arg 
50 55 



<210> 134 
<211> 223 
<212> DNA 
<213> Conus dalli 



<220> 

<221> CDS 

<222> (1) . , (192) 



<400> 134 

atg ttc aec gtg ttt ctg ttg gtt gtc ttg gca ace act gtc gtt tec 48 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

tec act tea ggt cgt cgt gca ttt cat ggc agg aat gee gca gee aaa 96 
Ser Thr Ser Gly Arg Arg Ala Phe His Gly Arg Asn Ala Ala Ala Lys 
20 25 30 

geg tct gga ctg gtc ggt ctg act gac agg aga eca eaa tgc tgt agt 14 4 
Ala Ser Gly Leu Val Gly Leu Thr Asp Arg Arg Pro Gin Cys Cys Ser 
35 40 45 

gat cct cgc tgt aac gta ggt cat eca gaa ctt tgt ggt gga aga cgc 192 
Asp Pro Arg Cys Asn Val Gly His Pro Glu Leu Cys Gly Gly Arg Arg 
50 55 60 

tgatgeteea ggaccetetg aaccacaacg t 223 



<210> 135 
<211> 64 
<212> PRT 
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<213> Conus dalli 
<400> 135 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Ser Thr Ser Gly Arg Arg Ala Phe His Gly Arg Asn Ala Ala Ala Lys 
20 25 30 

Ala Ser Gly Leu Val Gly Leu Thr Asp Arg Arg Pro Gin Cys Cys Ser 
35 40 45 

Asp Pro Arg Cys Asn Val Gly His Pro Glu Leu Cys Gly Gly Arg Arg 
50 55 60 



<210> 136 
<211> 220 
<212> DNA 
<213> Conus dalli 

<220> 

<221> CDS 

<222> (1) . . (189) 

<400> 136 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc act gtc gtt tec 48 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1.5 10 15 

tec act tea ggt cgt gca ttt cat ggc agg aat gcc gca gcc aaa gcg 96 
Ser Thr Ser Gly Arg Ala Phe His Gly Arg Asn Ala Ala Ala Lys Ala 
20 25 30 

tet ggc ctg gtc ggt ctg acc gac aag agg caa gta tgc tgt agt gat 144 
Ser Gly Leu Val Gly Leu Thr Asp Lys Arg Gin Val Cys Cys Ser Asp 
35 40 45 

cct cgc tgt aac gta ggt cat cea gaa att tgt ggt gga aga cge 18 9 

Pro Arg Cys Asn Val Gly His Pro Glu lie Cys Gly Gly Arg Arg 
50 55 60 

tgatgctcca ggaccctctg aaccacgacg t 220 

<210> 137 

<211> 63 

<212> PRT 

<213> Conus dalli 

<400> 137 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Ser Thr Ser Gly Arg Ala Phe His Gly Arg Asn Ala Ala Ala Lys Ala 
20 25 30 

Ser Gly Leu Val Gly Leu Thr Asp Lys Arg Gin Val Cys Cys Ser Asp 
35 40 45 



Pro Arg Cys Asn Val Gly His Pro Glu lie Cys Gly Gly Arg Arg 
50 55 60 
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<210> 138 
<211> 208 
<212> DNA 

<213> Conus achatinus 

<220> 

<221> CDS 

<222> (1) . . (180) 

<400> 138 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg aca acc act gtc gtt tec 48 
Met Phe Thr Val Phe Leu Leu Val Val Leu Thr Thr Thr Val Val Ser 
15 10 15 

ttc cct tea gat agt gca tct ggt ggc agg gat gac gag gcc aaa gac 96 
Phe Pro Ser Asp Ser Ala Ser Gly Gly Arg Asp Asp Glu Ala Lys Asp 
20 25 30 

gaa agg tct gac atg tac gaa ttg aaa egg aat gga cgc tgt tgc eat 144 
Glu Arg Ser Asp Met Tyr Glu Leu Lys Arg Asn Gly Arg Cys Cys His 
35 40 45 

cct gee tgt ggt ggc aaa tac gtt aaa tgt gga cgc tgatgctcca 190 
Pro Ala Cys Gly Gly Lys Tyr Val Lys Cys Gly Arg 
50 55 60 

ggaccctcte gaaccacg 208 



<210> 139 
<211> 60 
<212> PRT 

<213> Conus achatinus 
<400> 139 

Met Phe Thr Val Phe Leu Leu Val Val Leu Thr Thr Thr Val Val Ser 
15 10 15 

Phe Pro Ser Asp Ser Ala Ser Gly Gly Arg Asp Asp Glu Ala Lys Asp 
20 25 30 

Glu Arg Ser Asp Met Tyr Glu Leu Lys Arg Asn Gly Arg Cys Cys His 
35 40 45 

Pro Ala Cys Gly Gly Lys Tyr Val Lys Cys Gly Arg 
50 55 60 



<210> 140 
<211> 211 
<212> DNA 

<213> Conus bullatus 

<220> 

<221> CDS 

<222> (1) . . (174) 

<400> 140 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc act gtc gtt tec 48 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 



ttc tct aca gat gat gaa tct gat ggc teg aat gaa gaa ecc age gcc 96 
Phe Ser Thr Asp Asp Glu Ser Asp Gly Ser Asn Glu Glu Pro Ser Ala 
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20 25 30 

gac cag act gcc agg tec tea atg aac agg gcg cct gga tgc tgt aac 144 
Asp Gin Thr Ala Arg Ser Ser Met Asn Arg Ala Pro Gly Cys Cys Asn 
35 40 45 

aat cct gcc tgt gtg aag cac aga tgt gga tgacgctgat gctccaggac 194 
Asn Pro Ala Cys Val Lys His Arg Cys Gly 
50 55 

cctctgaacc acgacgt 211 

<210> 141 
<211> 58 
<212> PRT 

<213> Conus bullatus 
<400> 141 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 " 10 15 

Phe Ser Thr Asp Asp Glu Ser Asp Gly Ser Asn Glu Glu Pro Ser Ala 
20 25 30 

Asp Gin Thr Ala Arg Ser Ser Met Asn Arg Ala Pro Gly Cys Cys Asn 
35 40 45 

Asn Pro Ala Cys Val Lys His Arg Cys Gly 
50 55 



<210> 142 
<211> 214 
<212> DNA 

<213> Conus bullatus 

<220> 

<221> CDS 

<222> (1) . . (177) 

<400> 142 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc act gtc gtt tec 48 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 . 10 15 

ttc tct aca gat gat gaa tct gat ggc teg aat gaa gaa cce age gee 96 
Phe Ser Thr Asp Asp Glu Ser Asp Gly Ser Asn Glu Glu Pro Ser Ala 
20 25 30 

gac cag get gcc agg tec gca atg aac agg ccg cct gga tgc tgt aac 144 
Asp Gin Ala Ala Arg Ser Ala Met Asn Arg Pro Pro Gly Cys Cys Asn 
35 40 45 

aat cct gcc tgt gtg aag cac aga tgt ggt gga tgacgctgat gctccaggac 197 
Asn Pro Ala Cys Val Lys His Arg Cys Gly Gly 
50 55 

cctctgaacc acgacgt 214 



<210> 143 
<211> 59 
<212> PRT 
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<213> Conus bullatus 
<400> 143 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Phe Ser Thr Asp Asp Glu Ser Asp Gly Ser Asn Glu Glu Pro Ser Ala 
20 25 30 

Asp Gin Ala Ala Arg Ser Ala Met Asn Arg Pro Pro Gly Cys Cys Asn 
35 40 45 

Asn Pro Ala Cys Val Lys His Arg Cys Gly Gly 
50 55 

<210> 144 
<211> 208 
<212> DNA 

<213> Conus 'bullatus 

<220> 

<221> CDS 

<222> (1) . . (177) 

<400> 144 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc act gtc gtt tec 48 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

ttc cct tea gat cgt gac tct gat ggc gcg gat gcc gaa gcc agt gac 96 
Phe Pro Ser Asp Arg Asp Ser Asp Gly Ala Asp Ala Glu Ala Ser Asp 
20 25 30 

gag cct gtt gag ttc gaa agg gac gag aat gga tgc tgt tgg aat cct 144 
Glu Pro Val Glu Phe Glu Arg Asp Glu Asn Gly Cys Cys Trp Asn Pro 
35 40 45 

tec tgt ceg agg ccc aga tgt aca gga cga cgc taatgctcca ggaecetctg 197 
Ser Cys Pro Arg Pro Arg Cys Thr Gly Arg Arg 
50 55 

aaccacgacg t 208 



<210> 145 
<211> 59 
<212> PRT 

<213> Conus bullatus 
<400> 145 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Phe Pro Ser Asp Arg Asp Ser Asp Gly Ala Asp Ala Glu Ala Ser Asp 
20 25 30 

Glu Pro Val Glu Phe Glu Arg Asp Glu Asn Gly Cys Cys Trp Asn Pro 
35 40 45 



Ser Cys Pro Arg Pro Arg Cys Thr Gly Arg Arg 
50 55 
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<210> 146 
<211> 211 
<212> DNA 

<213> Conus bullatus 

<220> 

<221> CDS 

<222> (1) . . (180) 

<400> 146 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg aca acc act gtc gtt tec 48 
Met Phe Thr Val Phe Leu Leu Val Val Leu Thr Thr Thr Val Val Ser 
15 10 15 

ttc cct tea gat cgt gca tct gat ggc agg aat gcc gca gcc aac gac 96 
Phe Pro Ser Asp Arg Ala Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp 
20 25 30 

aaa gcg tct gac gtg gtc acg ctg gtc etc aag gga tgc tgt tee ace 144 
Lys Ala Ser Asp Val Val Thr Leu Val Leu Lys Gly Cys Cys Ser Thr 
35 40 45 

cct ccc tgt get gtg ctg tat tgt ggt aga aga cgc tgatgctcca 190 
Pro Pro Cys Ala Val Leu Tyr Cys Gly Arg Arg Arg 
50 55 60 

ggaccctctg aaccacgaeg t 211 



<210> 147 
<211> 60 
<212> PRT 

<213> Conus bullatus 
<400> 147 

Met Phe Thr Val Phe Leu Leu Val Val Leu Thr Thr Thr Val Val Ser 
15 10 15 

Phe Pro Ser Asp Arg Ala Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp 
20 25 30 

Lys Ala Ser Asp Val Val Thr Leu Val Leu Lys Gly Cys Cys Ser Thr 
35 40 45 

Pro Pro Cys Ala Val Leu Tyr Cys Gly Arg Arg Arg 
50 55 60 



<210> 148 
<211> 212 
<212> DNA 

<213> Conus distans 

<220> 

<221> CDS 

<222> (1) . . (171) 

<400> 148 

atg ttc acc gtg ttt ctg ttg gtt gtc ttc gca tee tct gtc acc tta 48 
Met Phe Thr Val Phe Leu Leu Val Val Phe Ala Ser Ser Val Thr Leu 
15 10 15 



gat cgt gca tct tat ggc agg tat gcc tea ccc gtc gac aga gcg tct 96 
Asp Arg Ala Ser Tyr Gly Arg Tyr Ala Ser Pro Val Asp Arg Ala Ser 
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20 25 30 

gcc ctg ate get cag gcc ate ett ega gat tge tgc tec aat cct ect 144 
Ala Leu lie Ala Gin Ala lie Leu Arg Asp Cys Cys Ser Asn Pro Pro 
35 40 45 

tgt gcc cat aat aat cca gac tgt cgt taaagacgct gcttgctcca 191 
Cys Ala His Asn Asn Pro Asp Cys Arg 
50 55 

ggaccctetg aaccacgacg t 212 

<210> 149 
<211> 57 
<212> PRT 

<213> Conus distans 
<400> 149 

Met Phe Thr Val Phe Leu Leu Val Val Phe Ala Ser Ser Val Thr Leu 
15 10 15 

Asp Arg Ala Ser Tyr Gly Arg Tyr Ala Ser Pro Val Asp Arg Ala Ser 
20 25 30 

Ala Leu lie Ala Gin Ala lie Leu Arg Asp Cys Cys Ser Asn Pro Pro 
35 40 45 

Cys Ala His Asn Asn Pro Asp Cys Arg 
50 55 



<210> 150 
<211> 63 
<212> DNA 

<213> Conus textile 

<220> 
<221> CDS 
<222> (1) . . (60) 

<400> 150 

gga tgc tgt tct aat cct cec tgt ate gcg aag aat cca cac atg tgt 48 

Gly Cys Cys Ser Asn Pro Pro Cys lie Ala Lys Asn Pro His Met Cys 

15 10 15 

ggt gga aga cgc tga 63 
Gly Gly Arg Arg 
20 



<210> 151 
<211> 20 
<212> PRT 

<213> Conus textile 
<400> 151 

Gly Cys Cys Ser Asn Pro Pro Cys lie Ala Lys Asn Pro His Met Cys 
15 10 15 



Gly Gly Arg Arg 
20 
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<210> 152 
<211> 220 
<212> DNA 

<213> Conus consors 

<220> 

<221> CDS 

<222> (1) . . (189) 

<400> 152 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc act gtc gtt tec 48 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 

15 10 15 

ttc cct tea gat cgt gca tct gat ggc agg aat gcc gca gcc aac gac 96 
Phe Pro Ser Asp Arg Ala Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp 
20 25 30 

aaa gcg tct gac gtg ate aeg ctg gcc etc aag gga tge tgt tec aac 144 
Lys Ala Ser Asp Val lie Thr Leu Ala Leu Lys Gly Cys Cys Ser Asn 
35 40 45 

cct gtc tgt cac ttg gag cat tea aac ctt tgt ggt aga aga cgc 189 
Pro Val Cys His Leu Glu His Ser Asn Leu Cys Gly Arg Arg Arg 
50 55 60 

tgatgctcea ggaccctetg aaccacgacg t 220 

<210> 153 
<211> 63 
<212> PRT 

<213> Conus consors 
<400> 153 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 10 15 

Phe Pro Ser Asp Arg Ala Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp 
20 25 30 

Lys Ala Ser Asp Val lie Thr Leu Ala Leu Lys Gly Cys Cys Ser Asn 
35 40 45 

Pro Val Cys His Leu Glu His Ser Asn Leu Cys Gly Arg Arg Arg 
50 55 60 



<210> 154 
<211> 15 
<212> PRT 

<213> Conus musicus 
<220> 

<221> SITE 
<222> (4) . . (12) 

<223> Xaa at residues 4, 11 and 12 is Tyr, nor-Tyr, 
mono-halo-Tyr, di-halo-Tyr, 0-sulpho-Tyr , 
0-phospho-Tyr or nitro-Tyr. Xaa at residue 6 is 
Pro or hydroxy-Pro . 

<220> 

<221> SITE 
<222> (9) . . (15) 
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<223> Xaa at residues 9, 10 and 15 is Lys, N-methyl-Lys , 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys ; Xaa at 
residue 14 is Trp (D or L) or halo-Trp. 

<400> 154 

Gly Cys Cys Xaa Asn Xaa Val Cys Xaa Xaa Xaa Xaa Cys Xaa Xaa 
1 5 10 15 



<210> 155 
<211> 16 
<212> PRT 

<213> Conus purpurascens 
<220> 

<221> SITE 
<222> (1) . . (3) 

<223> Xaa at residue 1 is Gin or pyro-Glu; Xaa at 

residue 2 is Glu or gamma-carboxy-Glu; Xaa at 
residues 3 and 9 is Pro. or hydroxy-Pro. 

<220> 

<221> SITE 
<222> (13) 

<223> Xaa at residue 13 is Lys, N-methyl-Lys, 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys . 

<400> 155 

Xaa Xaa Xaa Gly Cys Cys Arg His Xaa Ala Cys Gly Xaa Asn Arg Cys 
1 5 10 ■ 15 



<210> 156 
<211> 13 
<212> PRT 

<213> Conus musicus 
<220> 

<221> SITE 
<222> (5) . . (11) 

<223> Xaa at residues 5 and 11 is Pro or hydroxy-Pro. 
<400> 156 

Cys Cys Ala Asp Xaa Asp Cys Arg Phe Arg Xaa Gly Cys 
15 10 



<210> 157 
<211> 17 
<212> PRT 

<213> Conus musicus 
<220> 

<221> SITE 
<222> (4) . . (13) 

<223> Xaa at residues 4 and 13 is Tyr, nor-Tyr, 
mono-halo-Tyr , di-halo-Tyr, 0-sulpho-Tyr , 
0-phospho-Tyr or nitro-Tyr; Xaa at residues 6 and 
10 is Pro or hydroxy-Pro. 

<220> 

<221> SITE 
<222> (9) . . (17) 

<223> Xaa at residues 9 and 16 is Trp (D or L) or 
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halo-Trp; Xaa at residues 11 and 17 is Lys, 
N-methyl-Lys, N, N-dimethyl-Lys or 
N, N, N-trimethyl-Lys . 

<400> 157 

Gly Cys Cys Xaa Asn Xaa Ser Cys Xaa Xaa Xaa Thr Xaa Cys Ser Xaa 
15 10 15 

Xaa 



<210> 158 
<211> 13 
<212> PRT 

<213> Conus musicus 
<220> 

<221> SITE 
<222> (5) . . (8) 

<223> Xaa at residue 5 is Pro or hydroxy-Pro; Xaa at 

residue 8 is Lys, N-methyl-Lys, N, N-dimethyl-Lys 
or N, N, N-trimethyl-Lys . 

<220> 

<221> SITE 
<222> (9) . . (11) 

<223> Xaa at residue 9 is Glu or gamma-carboxy-Glu ; Xaa 
at residue 11 is Tyr, nor-Tyr, mono-halo-Tyr , 
di-halo-Tyr, O-sulpho-Tyr , 0-phospho-Tyr or 
nitro-Tyr . 

<400> 158 

Cys Cys Ser Asn Xaa Thr Cys Xaa Xaa Thr Xaa Gly Cys 
15 10 



<210> 159 
<211> 13 
<212> PRT 

<213> Conus musicus 
<220> 

<221> SITE 
<222> (5) . . (11) 

<223> Xaa at residues 5 and 11 is Pro or hydroxy-Pro; 
Xaa at residue 8 is Lys, N-methyl-Lys, 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys . 

<400> 159 

Cys Cys Ala Asn Xaa lie Cys Xaa Asn Thr Xaa Gly Cys 
15 10 



<210> 160 
<211> 13 
<212> PRT 

<213> Conus musicus 
<220> 

<221> SITE 
<222> (5) . . (8) 

<223> Xaa at residue 5 is Pro or hydroxy-Pro; Xaa at 

residue 8 is Lys, N-methyl-Lys, N, N-dimethyl-Lys 
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or N, N, N-trimethyl-Lys . 

<220> 

<221> SITE 
<222> (9) . . (11) 

<223> Xaa at residue 9 is Glu or gamma- carboxy-Glu; Xaa 
at residue 11 is Tyr, mono-halo-Tyr , di-halo-Tyr, 
0-sulpho-Tyr , 0-phospho-Tyr or nitro-Tyr. 

<400> 160 

Cys Cys Asn Asn Xaa Thr Cys Xaa Xaa Thr Xaa Gly Cys 
15 10 



<210> 161 
<211> 13 
<212> PRT 

<213> Conus musicus 
<220> 

<221> SITE 
<222> (5) . . (8) 

<223> Xaa at residue 5 is Pro or hydroxy-Pro; Xaa at 

residue 8 is Lys, N-methyl-Lys, N, N-dimethyl-Lys 
or N, N, N-trimethyl-Lys . 

<220> 

<221> SITE 
<222> (9) . . (11) 

<223> Xaa at residue 9 is Glu or gamma-carboxy-Glu; Xaa- 
at residue 11 is Tyr, nor-Tyr, mono-halo-Tyr, 
di-halo-Tyr, 0-sulpho-Tyr , 0-phospho-Tyr or 
nitro-Tyr, 

<400> 161 

Cys Cys Ser Asn Xaa Val Cys Xaa Xaa Thr Xaa Gly Cys 
15 10 



<210> 162 
<211> 17 
<212> PRT 

<213> Conus betulinus 
<220> 

<221> SITE 
<222> (6) . . (14) 

<223> Xaa at residue 6 is Tyr, nor-Tyr, mono-halo-Tyr, 
di-halo-Tyr, 0-sulpho-Tyr, 0-phospho-Tyr or 
nitro-Tyr; Xaa at residues 1, 8 and 14 is Pro or 
hydroxy-Pro . 

<220> 

<221> SITE 
<222> (15) 

<223> Xaa at residue 15 is Lys, N-methyl-Lys, 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys . 

<400> 162 

Gly Gly Cys Cys Ser Xaa Xaa Xaa Cys lie Ala Ser Asn Xaa Xaa Cys 
15 10 15 



Gly 
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<210> 163 
<211> 15 
<212> PRT 

<213> Conus lividus 
<220> 

<221> SITE 
<222> (6) . . (13) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy-Pro. 
<400> 163 

Gly Cys Cys Ser His Xaa Val Cys Ser Ala Met Ser Xaa lie Cys 
15 10 15 



<210> 164 
<211> 15 
<212> PRT 

<213> Conus musicus 
<220> 

<221> SITE 
<222> (4) . . (12) 

<223> Xaa at residues 4 and 12 is Lys, N-methyl-Lys , 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys ; Xaa at 
residue 6 is Pro or hydroxy-Pro. 

<220> 

<221> SITE 
<222> (7) . . (14) 

<223> Xaa at residues 7 and 14 is Tyr, mono-halo-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr , 0-phospho-Tyr or 
nitro-Tyr . 

<400> 164 

Gly Cys Cys Xaa Asn Xaa Xaa Cys Gly Ala Ser Xaa Thr Xaa Cys 
15 10 15 



<210> 165 
<211> 15 
<212> PRT 

<213> Conus omaria 
<220> 

<221> SITE 
<222> (5) . . (13) 

<223> Xaa at residue 5 is Tyr, nor-Tyr, mono-halo-Tyr, 
di-halo-Tyr, 0-sulpho-Tyr, 0-phospho-Tyr or 
nitro-Tyr; Xaa at residues 6, 7 and 13 is Pro or 
hydroxy-Pro . 

<400> 165 

Gly Cys Cys Ser Xaa Xaa Xaa Cys Phe Ala Thr Asn Xaa Asp Cys 
15 10 15 



<210> 166 
<211> 17 
<212> PRT 
<213> Conus 



radiatus 



<220> 
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<221> SITE 
<222> (6) . . (14) 

<223> Xaa at residue 6 is Tyr, nor-Tyr, mono-halo-Tyr , 
di-halo-Tyr , O-sulpho-Tyr , 0-phospho-Tyr or 
nitro-Tyr; Xaa at residues 7, 8 and 14 is Pro or 
hydroxy-Pro . 

<400> 166 

Gly Gly Cys Cys Ser Xaa Xaa Xaa Cys lie Ala Asn Asn Xaa Leu Cys 
15 10 15 

Ala 



<210> 167 
<211> 17 
<212> PRT 

<213> Conus radiatus 
<220> 

<221> SITE 
<222> (6) . . (14) 

<223> Xaa at residue 6 is Tyr, nor-Tyr, mono-halo-Tyr, 
di-halo-Tyr, O-sulpho-Tyr, 0-phospho-Tyr or 
nitro-Tyr; Xaa at residues 7, 8 and 14 is. Pro or 
hydroxy-Pro . 

<400> 167 

Gly Gly Cys Cys Ser Xaa Xaa Xaa Cys lie Ala Asn Asn Xaa Phe Cys 
15 10 15 

Ala 



<210> 168 

<211> 16 

<212> PRT 

<213> Conus virgo 

<220> 

<221> SITE 
<222> (6) . . (13) 

<223> Xaa at residues 6, 7 and 13 is Pro or hydroxy-Pro. 
<400> 168 

Asp Cys Cys Ser Asn Xaa Xaa Cys Ser Gin Asn Asn Xaa Asp Cys Met 
1 5 . 10 15 



<210> 169 

<211> 16 

<212> PRT 

<213> Conus virgo 

<220> 

<221> SITE 
<222> (6) . . (13) 

<223> Xaa at residues 6, 7 and 13 is Pro or hydroxy-Pro. 
<400> 169 

Asp Cys Cys Ser Asn Xaa Xaa Cys Ala His Asn Asn Xaa Asp Cys Arg 
15 10 15 
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<210> 170 
<211> 20 
<212> PRT 

<213> Conus achatinus 
<220> 

<221> SITE 
<222> (1) . . (14) 

<223> Xaa at residues 1, 11 and 14 is Glu or 

gamma-carboxy-Glu; Xaa at residue 6 is Pro or 
hydroxy-Pro . 

<400> 170 

Xaa Cvs Cys Thr Asn Xaa Val Cys His Ala Xaa His Gin Xaa Leu Cys 
15 10 15 



Ala Arg Arg Arg 
20 



<210> 171 
<211> 16 
<212> PRT 

<213> Conus achatinus 
<220> 

<221> SITE 
<222> (6) . . (10) 

<223> Xaa at residue 6 is Pro or hydroxy-Pro; Xaa at 
residue 11 is Glu or gamma-carboxy-Glu. 

<400> 171 

Glv Cvs Cys Ser Asn Xaa Val Cys His Leu Xaa His Ser Asn Leu Cys 
is 10 15 



<210> 172 
<211> 20 
<212> PRT 

<213> Conus achatinus 
<220> 

<221> SITE 
<222> (1) . . (14) 

<223> Xaa at residues 1, 11 and 14 is Glu or 

gamma-carboxy-Glu; Xaa at residue 6 is Pro or 
hydroxy-Pro . 

<400> 172 

Xaa Cys Cys Thr Asn Xaa Val Cys His Val Xaa His Gin Xaa Leu Cys 
15 10 15 

Ala Arg Arg Arg 
20 



<210> 173 
<211> 17 
<212> PRT 

<213> Conus ammiralis 



<220> 

<221> SITE 
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<222> (1) . . (15) 

<223> Xaa at residue 1 is Gin or pyro-Glu; Xaa at 

residues 2 and 15 is Glu or gamma-carboxy-Glu; Xaa 
at residue 6 is Tyr, nor-Tyr, mono-halo-Tyr , 
di-halo-Tyr, O-sulpho-Tyr , 0-phospho-Tyr or 



<220> 

<221> SITE 
<222> (6) . . (14) 

<223> nitro-Tyr; Xaa at residues 7 and 14 is Pro or 
hydroxy- Pro . 

<400> 173 

Xaa Xaa Cys Cys Ser Xaa Xaa Ala Cys Asn Leu Asp His Xaa Xaa Leu 
15 10 15 

Cys 



<210> 174 
<211> 18 
<212> PRT 

<213> Conus ammiralis 
<220> 

<221> SITE 
<222> (1) . . (15) 

<223> Xaa at residues 1, 7 and 14 is Pro or hydroxy-Pro; 
Xaa at residues 2 and 15 is Glu or 
gamma-carboxy-Glu . 

<400> 174 

Xaa Xaa Cys Cys Ser Asp Xaa Arg Cys Asn Ser Thr His Xaa Xaa Leu 
15 10 15 

Cys Gly 



<210> 175 
<211> 21 
<212> PRT 

<213> Conus arenatus 
<220> 

<221> SITE 
<222> (7) . . (12) 

<223> Xaa at residues 7 and 8 is Pro or hydroxy-Pro; Xaa 
at residue 10 is Trp (D or L) or halo-Trp; Xaa at 
residues 11 and 12 is Lys, N-methyl-Lys , 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys . 

<220> 

<221> SITE 
<222> (13) . . (19) 

<223> Xaa at residue 13 is Tyr, nor-Tyr, mono-halo-Tyr , 
di-halo-Tyr, O-sulpho-Tyr, 0-phospho-Tyr or 
nitro-Tyr ; Xaa at residue 19 is Glu or 
gamma-carboxy-Glu . 

<400> 175 

Leu Asn Cys Cys Met lie Xaa Xaa Cys Xaa Xaa Xaa Xaa Gly Asp Arg 
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10 



15 



Cys Ser Xaa Val Arg 
20 



<210> 176 
<211> 22 
<212> PRT 

<213> Conus arenatus 
<220> 

<221> SITE 
<222> (9) . . (20) 

<223> Xaa at residue 9 is Pro or hydroxy-Pro; Xaa at 
residues 12 and 20 is Glu or gamma-carboxy-Glu; 
Xaa at residue 14 is Tyr, nor-Tyr, mono-halo-Tyr , 
di-halo-Tyr, O-sulpho-Tyr , O-phospho-Tyr or 

<220> 

<221> SITE 
<222> (9) . . (20) 
<223> nitro-Tyr. 

<400> 176 

Ala Phe Gly Cys Cys Asp Leu lie Xaa Cys Leu Xaa Arg Xaa Gly Asn 
15 10 15 

Arg Cys Asn Xaa Val His 
20 



<210> 177 
<211> 21 
<212> PRT 

<213> Conus arenatus 
<220> 

<221> SITE 
<222> (8) . . (16) 

<223> Xaa at residue 8 is Pro or hydroxy-Pro; Xaa at 
residue 10 is Trp (D or L) or halo-Trp; Xaa at 
residues 12 and 16 is Lys, N-methyl-Lys , 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys . 

<220> 

<221> SITE 
<222> (11) . . (19) 

<223> Xaa at residues 11 and 19 is Glu or 

gamma-carboxy-Glu; Xaa at residue 13 is Tyr, 
mono-halo-Tyr , di-halo-Tyr, 0-sulpho-Tyr , 
O-phospho-Tyr or nitro-Tyr . 

<400> 177 

Leu Gly Cys Cys Asn Val Thr Xaa Cys Xaa Xaa Xaa Xaa Gly Asp Xaa 
15 10 15 

Cys Asn Xaa Val Arg 
20 



<210> 178 
<211> 20 
<212> PRT 
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<213> Conus arenatus 
<220> 

<221> SITE 
<222> (2) . . (14) 

<223> Xaa at residue 2 is Glu or gamma-carboxy-Glu; Xaa 
at residues 7 and 14 is Pro or hydroxy-Pro. 

<400> 178 

Asp Xaa Cys Cys Ser Asn Xaa Ala Cys Arg Val Asn Asn Xaa His Val 
15 10 15 

Cys Arg Arg Arg 
20 



<210> 179 
<211> 21 
<212> PRT 

<213> Conus arenatus 
<220> 

<221> SITE 
<222> (7) . . (13) 

<223> Xaa at residue 7 is Pro or hydroxy-Pro; Xaa at 
residue 10 is Trp (D or L) or halo-Trp; Xaa at 
residue 12 is Glu or gamma-carboxy-Glu; Xaa at 
residue 13 is Tyr, nor-Tyr, mono-halo-Tyr , 

<220> 

<221> SITE 
<222> (13) . . (19) 

<223> di-halo-Tyr, 0-sulpho-Tyr , O-phospho-Tyr or 
nitro-Tyr; Xaa at residues 14 and 19 is Lys, 
N-methyl-Lys, N, N-dimethyl-Lys or 
N, N, N-trimethyl-Lys . 

<400> 179 

Leu Asn Cys Cys Ser lie Xaa Gly Cys Xaa Asn Xaa Xaa Xaa Asp Arg 
15 10 15 

Cys Ser Xaa Val Arg 
20 



<210> 180 
<211> 18 
<212> PRT 

<213> Conus aurisiacus 
<220> 

<221> SITE 
<222> (7) . . (14) 

<223> Xaa at residues 7 and 14 is Pro or hydroxy-Pro; 
Xaa at residue 10 is Tyr, mono-halo-Tyr , 
di-halo-Tyr, O-sulpho-Tyr , O-phospho-Tyr or 
nitro-Tyr . 

<400> 180 

Gly Gly Cys Cys Ser His Xaa Val Cys Xaa Phe Asn Asn Xaa Gin Met 
.1 5 10 15 



Cys Arg 
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<210> 181 
<211> 18 
<212> PRT 

<213> Conus aurisiacus 
<220> 

<221> SITE 
<222> (7) . . (14) 

<223> Xaa at residues 7 and 14 is Pro or hydroxy-Pro. 
<400> 181 

Gly Gly Cys Cys Ser His Xaa Val Cys Asn Leu Asn Asn Xaa Gin Met 
15 10 15 

Cys Arg 



<210> 182 
<211> 17 
<212> PRT 

<213> Conus bandanus 
<220> 

<221> SITE 
<222> (6) . . (15) 

<223> Xaa at residues 6 and 7 is Pro or hydroxy-Pro; Xaa 
at residues 9 and 15 is Tyr, mono-halo-Tyr , 
di-halo-Tyr, O-sulpho-Tyr , 0-phospho-Tyr or 
nitro-Tyr , 

<400> 182 

Gly Cys Cys Ser His Xaa Xaa Cys Xaa Ala Asn Asn Gin Ala Xaa Cys 
15 10 15 

Asn 



<210> 183 
<211> 17 
<212> PRT 

<213> Conus betulinus 
<220> 

<221> SITE 
<222> (7) . . (15) 

<223> Xaa at residues 7 and 14 is Pro and hydroxy-Pro; 
Xaa at residue 15 is Glu or gamma-carboxy-Glu . 

<400> 183 

Gly Gly Cys Cys Ser His Xaa Ala Cys Ser Val Thr His Xaa Xaa Leu 
15 10 15 

Cys 



<210> 184 
<211> 18 
<212> PRT 

<213> Conus betulinus 
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<220> 

<221> SITE 
<222> (6) . . (12) 

<223> Xaa at residue 6 is Tyr, nor-Tyr, mono-halo-Tyr , 
di-halo-Tyr, O-sulpho-Tyr , 0-phospho-Tyr or 
nitro-Tyr; Xaa at residue 7 is Pro and 
hydroxy-Pro; Xaa at residue 12 is Glu or 

<220> 

<221> SITE 

<222> (6) . . (12) 

<223> gamma-carboxy-Glu . 

<400> 184 

Gly Gly Cys Cys Ser Xaa Xaa Ala Cys Ser Val Xaa His Gin Asp Leu 
15 10 15 

Cys Asp 



<210> 185 
<211> 25 
<212> PRT 

<213> Conus caracteristicus 
<220> 

<221> SITE 
<222> (8) . . (22) 

<223> Xaa at residues 8 and 22 is Pro or hydroxy-Pro; 

Xaa at residue 10 is Trp (D or L) or halo-Trp; Xaa 
at residue 13 is Tyr, nor-Tyr, mono-halo-Tyr, 
di-halo-Tyr, 0-sulpho-Tyr , 0-phospho-Tyr or 



<220> 

<221> SITE 
<222> (8) . . (22) 

<223> nitro-Tyr; Xaa at residues 15, 16 and 19 is Glu 
or gamina-carboxy-Glu , 

<400> 185 

Val Ser Cys Cys Val Val Arg Xaa Cys Xaa lie Arg Xaa Gin Xaa Xaa 
15 10 15 

Cys Leu Xaa Ala Asp Xaa Arg Thr Leu 
20 25 



<210> 186 
<211> 21 
<212> PRT 

<213> Conus caracteristicus 
<220> 

<221> SITE 
<222> (1) . . (19) 

<223> Xaa at residue 1 is Gin or pyro-Glu; Xaa at 

residue 7 is Pro or hydroxy-Pro; Xaa at residue 10 
is Trp (D or L) or halo-Trp; Xaa at residues 11 
and 19 is Glu or gamma-carboxy-Glu. 



<220> 

<221> SITE 
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<222> (12) . . (16) 

<223> Xaa at residues 12 and 16 is Lys, N-methyl-Lys , 
N, N-dimethyl-Lys or N, N, N-trimethyl'-Lys ; Xaa at 
residue 13 is Tyr, mono-halo-Tyr , di-halo-Tyr, 
0-sulpho-Tyr, 0-phospho-Tyr or nitro-Tyr. 

<400> 186 

Xaa Asn Cys Cys Ser He Xaa Gly Cys Xaa Xaa Xaa Xaa Gly Asp Xaa 
15 10 15 

Cys Ser Xaa Val Arg 
20 



<210> 187 

<211> 16 

<212> PRT 

<213> Conus catus 

<220> 

<221> SITE 
<222> (6) . . (13) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy-Pro; 
Xaa at residue 11 is Glu or gamma-carboxy-Glu . 

<400> 187 

Gly Cys Cys Ser Asn Xaa Val Cys His Leu Xaa His Xaa Asn Ala Cys 
15 10 15 



<210> 188 

<211> 17 

<212> PRT 

<213> Conus catus 

<220> 

<221> SITE 
<222> (6) . . (13) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy-Pro; 

Xaa at residue 9 is Tyr, nor-Tyr, mono-halo-Tyr, 
di-halo-Tyr, 0-sulpho-Tyr, 0-phospho-Tyr or 
nitro-Tyr . 

<400> 188 

Gly Cys Cys Ser Asn Xaa He Cys Xaa Phe Asn Asn Xaa Arg He Cys 
15 10 15 

Arg 



<210> 189 
<211> 17 
<212> PRT 

<213> Conus episcopatus 
<220> 

<221> SITE 
<222> (1) . . (14) 

<223> Xaa at residues 1 and 14 is Glu or 

gamma-carboxy-Glu; Xaa at residues 6, 7 and 13 is 
Pro or hydroxy-Pro; Xaa at residue 10 is Trp (D or 
L) or halo-Trp. 
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<220> 

<221> SITE 
<222> (11) 

<223> Xaa at residue 11 is Lys, N-methyl-Lys , 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys . 

<400> 189 

Xaa Cys Cys Ser Gin Xaa Xaa Cys Arg Xaa Xaa His Xaa Xaa Leu Cys 
15 10 15 

Ser 



<210> 190 
<211> 16 
<212> PRT 

<213> Conus geographus 
<220> 

<221> SITE 
<222> (6) 

<223> Xaa at residue 6 is Pro or hydroxy-Pro. 
<400> 190 

Gly Cys Cys Ser His Xaa Ala Cys Ala Gly Asn Asn Gin His lie Cys 
15 10 15 



<210> 191 
<211> 18 
<212> PRT 

<213> Conus geographus 
<220> 

<221> SITE 
<222> (6) . . (13) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy-Pro. 
<400> 191 

Gly Cys Cys Ala Val Xaa Ser Cys Arg Leu Arg Asn Xaa Asp Leu Cys 
15 10 15 

Gly Gly 



<210> 192 
<211> 16 
<212> PRT 

<213> Conus imperialis 
<220> 

<221> NP_BIND 
<222> (6) . . (13) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy-Pro. 
<400> 192 

Gly Cys Cys Ser His Xaa Ala Cys Asn Val Asn Asn Xaa His lie Cys 
15 10 15 



<210> 193 
<211> 20 
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<212> PRT 

<213> Conus lividus 
<220> 

<221> SITE 
<222> (2) . . (10) 

<223> Xaa at residues 2, 1, 9 and 10 is Pro or 

hydroxy-Pro; Xaa at residues 3 and 4 is Glu or 
gamma-carboxy-Glu . 

<400> 193 

Thr Xaa Xaa Xaa Cys Cys Xaa Asn Xaa Xaa Cys Phe Ala Thr Asn Se 
15 10 15 

Asp lie Cys Gly 
20 



<210> 194 
<211> 17 
<212> PRT 

<213> Conus lividus 
<220> 

<221> SITE 
<222> (7) . . (12) 

<223> Xaa at residue 7 is Pro or hydroxy-Pro; Xaa at 

residue 12 is Lys, N-methyl-Lys , N, N-dimethyl-Lys 
or N, N, N-trimethyl-Lys . 

<400> 194 

Asp Ala Cys Cys Ser Asp Xaa Arg Cys Ser Gly Xaa His Gin Asp Le 
15 10 15 

Cys 



<210> 195 
<211> 17 
<212> PRT 

<213> Conus lividus 
<220> 

<221> SITE 
<222> (1) . . (7) 

<223> Xaa at residue 1 is Glu or gamma-carboxy-Glu; Xaa 
at residue 7 is Pro or hydroxy-Pro. 

<400> 195 

Xaa Asp Cys Cys Ser Asp Xaa Arg Cys Ser Val Gly His Gin Asp Le 
15 10 15 

Cys 



<210> 196 
<211> 16 
<212> PRT 

<213> Conus lividus 
<220> 

<221> SITE 
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<222> (6) 

<223> Xaa at residue 6 is Pro or hydroxy-Pro . 
<400> 196 

Gly Cys Cys Ser His Xaa Ala Cys Ala Gly Ser Asn Ala His lie Cys 
15 10 15 



<210> 197 
<211> 17 
<212> PRT 

<213> Conus lividus 
<220> 

<221> SITE 
<222> (1) . . (7) 

<223> Xaa at residue 1 is Glu or gamma-carboxy-Glu; Xaa 
at residue 7 is Pro or hydroxy-Pro. 

<400> 197 

Xaa Asp Cys Cys Ser Asp Xaa Arg Cys Ser Val Gly His Gin Asp Met 
15 10 15 

Cys 



<210> 198 
<211> 16 
<212> PRT 

<213> Conus lividus 
<220> 

<221> SITE 
<222> (6) . . (13) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy-Pro. 
<400> 198 

Gly Cys Cys Ser His Xaa Ala Cys Ala Gly Asn Asn Xaa His lie Cys 
15 10 15 



<210> 199 
<211> 17 
<212> PRT 

<213> Conus lividus 
<220> 

<221> SITE 
<222> (6) . . (14) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy-Pro; 
Xaa at residue 14 is Tyr, mono-halo-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr , 0-phospho-Tyr or 
nitro-Tyr . 

<400> 199 

Gly Cys Cys Gly Asn Xaa Ser Cys Ser lie His lie Xaa Xaa Val Cys 
15 10 15 

Asn 



<210> 200 
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<211> 21 
<212> PRT 

<213> Conus lividus 
<220> 

<221> SITE 
<222> (4) . . (5) 

<223> Xaa at residues 4 and 5 is Glu or 
gamma-carboxy-Glu . 

<400> 200 

Thr Asp Ser Xaa Xaa Cys Cys Leu Asp Ser Arg Cys Ala Gly Gin His 
15 10 15 

Gin Asp Leu Cys Gly 
20 



<210> 201 
<211> 17 
<212> PRT 

<213> Conus marmoreus 
<220> 

<221> SITE 
<222> (6) . . (15) 

<223> Xaa at residues 6 and 7 is Pro or hydroxy-Pro; Xaa 
at residues 9 and 15 is Tyr, mono-halo-Tyr , 
di-halo-Tyr, O-sulpho-Tyr , 0-phospho-Tyr or 
nitro-Tyr . 

<400> 201 

Gly Cys Cys Ser Asn Xaa Xaa Cys Xaa Ala Asn Asn Gin Ala Xaa Cys 
1-5 10 15 

Asn 



<210> 202 
<211> 16 
<212> PRT 

<213> Conus marmoreus 
<220> 

<221> SITE 
<222> (6) . . (13) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy-Pro. 
<400> 202 

Gly Cys Cys Ser His Xaa Ala Cys Ser Val Asn Asn Xaa Asp lie Cys 
15 10 15 



<210> 203 
<211> 18 
<212> PRT 

<213> Conus musicus 
<220> 

<221> SITE 
<222> (2) . . (15) 

<223> Xaa at residues 2 and 12 is Lys, N-methyl-Lys , 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys ; Xaa at 
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residue 14 is Pro or hydroxy-Pro . 

<220> 

<221> SITE 
<222> (16) 

<223> Xaa at residue 16 is Tyr, mono-halo-Tyr , 

di-halo-Tyr, O-sulpho-Tyr , O-phospho-Tyr or 
nitro-Tyr . 

<400> 203 

Gly Xaa Cys Cys lie Asn Asp Ala Cys Arg Ser Xaa His Xaa Gin Xaa 
15 10 15 

Cys Ser 



<210> 204 
<211> 17 
<212> PRT 

<213> Conus musicus 
<220> 

<221> SITE 
<222> (4) . . (15) 

<223> Xaa at residues 4 and 15 is Tyr, nor-Tyr, 
mono-halo-Tyr, di-halo-Tyr, O-sulpho-Tyr, 
O-phospho-Tyr or nitro-Tyr; Xaa at residue 13 is 
Pro or hydroxy-Pro. 

<400> 204 

Gly Cys Cys Xaa Asn lie Ala Cys Arg lie Asn Asn Xaa Arg Xaa Cys 
15 10 15 

Arg 



<210> 205 
<211> 17 
<212> PRT 

<213> Conus obscurus 
<220> 

<221> SITE 
<222> (6) . . (15) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy-Pro; 
Xaa at residues 12 and 15 is Tyr, nor-Tyr, 
mono-halo-Tyr, di-halo-Tyr, O-sulpho-Tyr, 
O-phospho-Tyr or nitro-Tyr . 

<220> 

<221> SITE 
<222> (14) 

<223> Xaa at residue 14 is Lys, N-methyl-Lys, 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys . 

<400> 205 

Gly Cys Cys Ser His Xaa Val Cys Arg Phe Asn Xaa Xaa Xaa Xaa Cys 
15 10 15 



Gly 
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<210> 206 
<211> 18 
<212> PRT 

<213> Conus obscurus 
<220> 

<221> SITE 
<222> (2) . . (15) 

<223> Xaa at residue 2 is Glu or gamma-carboxy-Glu; Xaa 
at residues 7, 8 and 14 is Pro or hydroxy-Pro; Xaa 
at residue 15 is Tyr, nor-Tyr, mono-halo-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr , O-phospho-Tyr or 

<220> 

<221> SITE 
<222> (2) . . (15) 
<223> nitro-Tyr 

<400> 206 

Asp Xaa Cys Cys Ala Ser Xaa Xaa Cys Arg Leu Asn Asn Xaa Xaa Val 
15 10 15 

Cys His 



<210> 207 
<211> 19 
<212> PRT 

<213> Conus obscurus 
<220> 

<221> SITE 
<222> (6) . . (18) 

<223> Xaa at residue 6 is Pro or hydroxy-Pro; Xaa at 
residue 9 is Trp (D or L) or halo-Trp; Xaa at 
residues 14 and 18 is Glu or gamma-carboxy-Glu. 

<220> 

<221> SITE 
<222> (15) 

<223> Xaa at residue 15 is Tyr, nor-Tyr, mono-halo-Tyr, 
di-halo-Tyr, 0-sulpho-Tyr , O-phospho-Tyr or 
nitro-Tyr . 

<400> 207 

Gly Cys Cys Ser Asn Xaa Val Cys Xaa Gin Asn Asn Ala Xaa Xaa Cys 
15 10 15 

Arg Xaa Ser 



<210> 208 
<211> 16 
<212> PRT 

<213> Conus obscurus 
<220> 

<221> SITE 
<222> (6) . . (15) 

<223> Xaa at residues 6 and 7 is Pro or hydroxy-Pro; Xaa 
at residue 15 is Tyr, nor-Tyr, mono-halo-Tyr, 
di-halo-Tyr, 0-sulpho-Tyr, O-phospho-Tyr or 
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nitro-Tyr . 
<400> 208 

Gly Cys Cys Ser His Xaa Xaa Cys Ala Gin Asn Asn Gin Asp Xaa Cys 
15 10 15 



<210> 209 
<211> 19 
<212> PRT 

<213> Conus obscurus 
<220> 

<221> SITE 
<222> (6) . . (15) 

<223> Xaa at residue 6 is Pro or hydroxy-Pro; Xaa at 
residues 14 and 18 is Glu or gainma-carboxy-Glu; 
Xaa at residue 15 is Tyr, nor-Tyr, mono-halo-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr , 0-phospho-Tyr or 

<220> 

<221> SITE 
<222> (6) . . (15) 
<223> nitro-Tyr. 

<400> 209 

Gly Cys Cys Ser His Xaa Ala Cys Ser Gly Asn Asn Arg Xaa Xaa Cys 
15 10 15 

Arg Xaa Ser 



<210> 210 
<211> 18 
<212> PRT 

<213> Conus omaria 
<220> 

<221> SITE 
<222> (2) . . (15) 

<223> Xaa at residues 2, 7 and 14 is Pro or hydroxy-Pro; 
Xaa at residue 6 is Tyr, nor-Tyr, mono-halo-Tyr, 
di-halo-Tyr, O-sulpho-Tyr , 0-phospho-Tyr or 
nitro-Tyr; Xaa at residue 15 is Glu or 

<220> 

<221> SITE 

<222> (2) . . (15) 

<223> gamma-carboxy-Glu 

<400> 210 

Asp Xaa Cys Cys Ser Xaa Xaa Asp Cys Gly Ala Asn His Xaa Xaa lie 
1 5 10 15 . 

Cys Gly 



<210> 211 
<211> 17 
<212> PRT 

<213> Conus omaria 
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<220> 

<221> SITE 
<222> (1) . . (14) 

<223> Xaa at residues 1 and 14 is Glu or 

gamma -carboxy-Glu; Xaa at residues 6, 7 and 13 is 
Pro or hydroxy-Pro; Xaa at residue 10 is Trp (D or 
L) or halo-Trp. 

<220> 

<221> SITE 
<222> (11) 

<223> Xaa at residue 11 is Lys, N-methyl-Lys , 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys . 

<400> 211 

Xaa Cys Cys Ser Gin Xaa Xaa Cys Arg Xaa Xaa His Xaa Xaa Leu Cys 
15 10 15 

Ser 



<210> 212 
<211> 16 
<212> PRT 

<213> Conus omaria 
<220> 

<221> SITE 
<222> (6) . . (13) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy-Pro. 
<400> 212 

Gly Cys Cys Ser His Xaa Ala Cys Ala Gly Asn Asn Xaa His lie Cys 
15 10 15 



<210> 213 
<211> 16 
<212> PRT 

<213> Conus omaria 
<220> 

<221> SITE 
<222> (6) . . (15) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy-Pro; 

Xaa at residue 15 is Tyr, nor-Tyr, mono-halo-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr , O-phospho-Tyr or 
nitro-Tyr . 

<400> 213 

Gly Cys Cys Ser Asp Xaa Ser Cys Asn Val Asn Asn Xaa Asp Xaa Cys 
15 10 15 



<210> 214 
<211> 18 
<212> PRT 

<213> Conus omaria 
<220> 

<221> SITE 
<222> (1) . . (7) 

<223> Xaa at residues 1 and 2 is Glu or 
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gamma-carboxy-Glu; Xaa at residue 7 is Pro or 
hydroxy-Pro . 

<400> 214 

Xaa Xaa Cys Cys Ser Asp Xaa Arg Cys Ser Val Gly His Gin Asp Met 
1 5 10 15 ■ 

Cys Arg 



<210> 215 
<211> 17 
<212> PRT 

<213> Conus purpurascens 
<220> 

<221> SITE 
<222> (7) . . (15) 

<223> Xaa at residue 7 is Pro or hydroxy-Pro; Xaa at 
residue 15 is Glu or gamma-carboxy-Glu. 

<400> 215 

Gly Gly Cys Cys Ser Asn Xaa Ala Cys Leu Val Asn His Leu Xaa Met 
15 10 15 

Cys 



<210> 216 
<211> 18 
<212> PRT 

<213> Conus purpurascens 
<220> 

<221> SITE 
<222> (3) . , (15) 

<223> Xaa at residues 3, 8 and 15 is Pro or hydroxy-Pro. 
<400> 216 

Arg Asp Xaa Cys Cys Phe Asn Xaa Ala Cys Asn Val Asn Asn Xaa Gin 
15 10 15 

lie Cys 



<210> 217 
<211> 21 
<212> PRT 

<213> Conus purpurascens 
<220> 

<221> SITE 
<222> (5) . . (8) 

<223> Xaa at residue 5 is Pro or hydroxy-Pro; Xaa at 
residue 8 is Trp (D or L) or halo-Trp. 

<400> 217 

Cys Cys Ser Asp Xaa Ser Cys Xaa Arg Leu His Ser Leu Ala Cys Thr 
15 10 15 



Gly lie Val Asn Arg 
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20 



<210> 218 
<211> 16 
<212> PRT 

<213> Conus purpurascens 
<220> 

<221> SITE 
<222> (5) 

<223> Xaa at residue 5 is Pro or hydroxy-Pro. 
<400> 218 

Cys Cys Thr Asn Xaa Ala Cys Leu Val Asn Asn lie Arg Phe Cys Gly 
15 10 15 



<210> 219 
<211> 18 
<212> PRT 

<213> Conus regius 
<220> 

<221> SITE 
<222> (2) . . (7) 

<223> Xaa at residue 2 is Glu or gamma-carboxy-Glu; Xaa 
at residue 7 is Pro or hydroxy-Pro. 

<400> 219 

Asp Xaa Cys Cys Ser Asp Xaa Arg Cys His Gly Asn Asn Arg Asp His 
15 10 15 

Cys Ala 



<210> 220 
<211> 17 
<212> PRT 

<213> Conus regius 
<220> 

<221> SITE 
<222> (6) . . (13) 

<223> Xaa at residues 5 and 13 is Pro or hydroxy-Pro. 
<400> 220 

Asp Cys Cys Ser His Xaa Leu Cys Arg Leu Phe Val Xaa Gly Leu Cys 
15 10 15 

He 



<210> 221 
<211> 17 
<212> PRT 

<213> Conus regius 
<220> 

<221> SITE 
<222> (6) . . (13) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy-Pro; 
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Xaa at residue 9 is Lys, N-methyl-Lys , 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys . 

<220> 

<221> SITE 
<222> (12) 

<223> Xaa at residue 12 is Tyr, nor-Tyr, mono-halo-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr , 0-phospho-Tyr or 
nitro-Tyr . 

<400> 221 

Gly Cys Cys Ser His Xaa Val Cys Xaa Val Arg Xaa Xaa Asp Leu Cys 
15 10 15 

Arg 



<210> 222 
<211> 16 
<212> PRT 

<213> Conus regius 
<220> 

<221> SITE 
<222> (6) . . (13) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy-Pro. 
<400> 222 

Gly Cys Cys Ser His Xaa Ala Cys Asn Val Asn Asn Xaa His lie Cys 
1 5 10 15 



<210> 223 
<211> 16 
<212> PRT 

<213> Conus regius 
<220> 

<221> SITE 
<222> (6) . . (12) 

<223> Xaa at residue 6 is Pro or hydroxy-Pro; Xaa at 
residue 12 is Tyr, nor-Tyr, nor-Tyr, 
mono-halo-Tyr , di-halo-Tyr, 0-sulpho-Tyr, 
0-phospho-Tyr or nitro-Tyr. 

<220> 

<221> SITE 
<222> (9) 

<223> Xaa at residue 9 is Lys, N-methyl-Lys, 

N, N-dimethyl-Lys or N, N, N-trimethyl-Lys . 

<400> 223 

Gly Cys Cys Ser His Xaa Val Cys Xaa Val Arg Xaa Ser Asp Met Cys 
15 10 15 



<210> 224 

<211> 17 

<212> PRT 

<213> Conus stercusmuscarum 



<220> 

<221> SITE 
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<222> (7) . . (14) 

<223> Xaa at residues 7 and 14 is Pro or hydroxy-Pro; 
Xaa at residue 10 is Lys, N-methyl-Lys, 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys . 

<400> 224 

Gly Gly Cys Cys Ser His Xaa Ala Cys Xaa Val His Phe Xaa His Ser 
1 5 10 15 

Cys 



<210> 225 
<211> 20 
<212> PRT 

<213> Conus stercusmuscarum 
<220> 

<221> SITE 
<222> (6) . . (14) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy-Pro; 
Xaa at residue 14 is Glu or gamma-carboxy-Glu . 

<400> 225 

Val Cys Cys Ser'Asn Xaa Val Cys His Val Asp His Xaa Xaa Leu Cys 
15 10 15 

Arg Arg Arg Arg 
20 



<210> 226 
<211> 17 
<212> PRT 

<213> Conus striatus 
<220> 

<221> SITE 
<222> (6) . . (13) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy-Pro. 
<400> 226 

Gly Cys Cys Ser His Xaa Val Cys Asn Leu Ser Asn Xaa Gin lie Cys 
15 10 15 

Arg 



<210> 227 
<211> 18 
<212> PRT 

<213> Conus textile 
<220> 

<221> SITE 
<222> (1) . . (15) 

<223> Xaa at residue 1 is Gin or pyro-Glu; Xaa at 

residues 2 and 15 is Glu or gamma-carboxy-Glu; Xaa 
at residues 7 and 14 is Pro or hydroxy-Pro. 

<400> 227 

Xaa Xaa Cys Cys Ser His Xaa Ala Cys Asn Val Asp His Xaa Xaa lie 



85 

10 



Cys Arg 



<210> 228 
<211> 17 
<212> PRT 

<213> Conus tulipa 
<220> 

<221> SITE 
<222> (6) 

<223> Xaa at residue 6 is Pro or hydroxy-Pro. 
<400> 228 

Gly Cys Cys Ser Asn Xaa Ala Cys Leu Val Asn 
15 10 



LS lie Arg Phe Cys 
15 



Gly 



<210> 229 
<211> 17 
<212> PRT 
<213> Conus virgo 

<220> 

<221> SITE 
<222> (6) . . (13) 
<223> Xaa at residues 6 and 13 



Pro or hydroxy-Pro. 



<400> 229 

Asp Cys Cys Asp Asp Xaa Ala Cys Thr Val Asn Asn Xaa Gly Leu Cys 
1 5/10 15 

Thr 



<210> 230 
<211> 20 
<212> PRT 

<213> Conus textile 



<220> 

<221> SITE 

<222> (6) . . (13) 

<223> Xaa at residue^ 6, 7 and 13 is Pro or hydroxy-Pro; 
Xaa at residu^ 11 is Lys, N-methyl-Lys , 
N, N-dimethylrLys or N, N, N-trimethyl-Lys . 



<400> 230 
Gly Cys Cys Ser 
1 



(sn Xaa Xaa Cys lie Ala Xaa Asn Xaa His Met Cys 
5 10 15 



Gly Gly Arg Arc 



<210> 231 
<211> 18 
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<212> PRT 

<213> Conus geographus 



<220> 
<221> 
<222> 
<223> 



SITE 

(5) . . (9) 

Xaa at residue 5 is Pro or hydroxy-Pro; Xaa 
residue 8 is Tyr, nor-Tyr, mono-halo-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr , 0-phospho-Tyr oj 
nitro-Tyr; Xaa at residue 9 is Glu or 



<220> 

<221> SITE 
<222> (9) . . (14) 
<223> gamma-carboxy-Glu; Xaa at residues IC 

14 is Lys, N-methyl-Lys, N, N-dimethyj 

N, N, N-trimethyl-Lys . 



11, 12 and 
-Lys or 



<400> 231 

Cys Cys Thr lie Xaa Ser Cys Xaa Xaa Xaa' Xaa Xaa lie Xaa Ala Cys 
15 /O 15 



Val Phe 



<210> 232 
<211> 18 
<212> PRT 

<213> Conus regius 
<220> 

<221> SITE 
<222> (6) . . (16) 
<223> Xaa at residues 6 and 
Xaa at residue 13 is 



.6 is Pro or hydroxy-Pro; 
N-methyl-Lys , 



N, N-dimethyl-Lys or M, N, N-trimethyl-Lys . 



<400> 232 
Gly Cys Cys Gly Asn Xaa 
1 5 



(la Cys Ser Gly Ser Ser Xaa Asp Ala Xaa 
10 15 



Ser Cys 



<210> 233 
<211> 108 
<212> DNA 
<213> Conus imperious 



<220> 
<221> CDS 
<222> (1) . 



(105) 



<400> 233 

tct gat gga aaq/ agt gcc gcg gcc aaa gcc aaa ccg tct cac ctg acg 

Ser Asp Gly Lya Ser Ala Ala Ala Lys Ala Lys Pro Ser His Leu Thr 

1/5 10 15 



48 



get cca ttc afc agg gac gaa tgc tgt tec gat tct cgc tgt ggc aag 
Ala Pro Phe ip.e Arg Asp Glu Cys Cys Ser Asp Ser Arg Cys Gly Lys 
10 25 30 



96 



87 



aac tgt ctt tga 
Asn Cys Leu 
35 



108 



<210> 234 
<211> 35 
<212> PRT 

<213> Conus imperialis 
<400> 234 

Ser Asp Gly Lys Ser Ala Ala Ala Lys Ala Lys Pro Ser His Leu Thr 
1 5 10 / 15 

Ala Pro Phe lie Arg Asp Glu Cys Cys Ser Asp Ser/Arg Cys Gly Lys 
20 25 / 30 



Asn Cys Leu 
35 



<210> 235 
<211> 108 
<212> DNA 

<213> Conus imperialis 

<220> 
<221> CDS 
<222> (1) . . (105) 

<400> 235 

ttt gat gga agg aat gcc cca gcc gac/gac aaa gcg tct gac ctg ate 
Phe Asp Gly Arg Asn Ala Pro Ala Asp Asp Lys Ala Ser Asp Leu lie 




48 



10 



15 



get caa ate gtc agg aga gca tgc t/gt tee gat egt ege tgt aga tgg 
Ala Gin lie Val Arg Arg Ala Cys Cys Ser Asp Arg Arg Cys Arg Trp 
20 / 25 30 



96 



agg tgt ggt tga 
Arg Cys Gly 
35 



108 



<210> 236 
<211> 35 
<212> PRT 

<213> Conus imperialis 
<400> 236 

Phe Asp Gly Arg Asn Ala /Pro Ala Asp Asp Lys Ala Ser Asp Leu lie 
1 ^ / 

Ala Gin lie Val Arg Arg Ala Cys Cys Ser Asp Arg Arg Cys Arg Trp 
20 / 25 30 

Arg Cys Gly 
35 



<210> 237 
<211> 145 
<212> DNA 
<213> Conus regiu's 



<220> 
<221> CDS 
<222> (1) . 



(105) 



<400> 237 

tct gat gga agg aat gcc gca gcc gac gcc aga gcg tct aTcc egg at'c 

Ser Asp Gly Arg Asn Ala Ala Ala Asp Ala Arg Ala Seiy/Pro Arg lie 

1 5 10/15 



48 



get ett ttc etc agg ttc aea tgc tgt agg aga ggt <aee tgt tee eag 
Ala Leu Phe Leu Arg Phe Thr Cys Cys Arg Arg Gly/Thr Cys Ser Gin 
20 25 / 30 



96 



cae tgt ggt tgaagacaet getgcteeag gaeeetctga y^ccaegaegt 
His Cys Gly 
35 



145 



<210> 238 
<211> 35 
<212> PRT 

<213> Conus regius 
<400> 238 

Ser Asp Gly Arg Asn Ala Ala Ala As^ Ala Arg Ala Ser Pro Arg lie 
1 5 , / 10 15 

Ala Leu Phe Leu Arg Phe Thr Cys /Cys Arg Arg Gly Thr Cys Ser Gin 
20 / 25 30 

His Cys Gly 
35 



<210> 239 
<211> 145 
<212> DNA 

<213> Conus regius 



<220> 
<221> CDS 
<222> (1) . 



. (105) 



<400> 239 

tct aat gga agg aal^ gcc gea gee gae gcc aaa geg tct eaa egg ate 

Ser Asn Gly Arg Asn Ala Ala Ala Asp Ala Lys Ala Ser Gin Arg lie 
1 /5 10 15 



48 



get cca ttc etc Aqq gae tat tgc tgt agg aga cat gcc tgt acg ttg 
Ala Pro Phe Leu Arg Asp Tyr Cys Cys Arg Arg His Ala Cys Thr Leu 
20/ 25 30 



96 



att tgt ggt 
lie Cys Gly 
35 



lagacget getgcteeag gaeeetctga accacgaegt 



145 



<210> 240 
<211> 35 
<212> PRT 

<213> Conui regius 
<400> 240. 

Ser Asn cAy Arg Asn Ala Ala Ala Asp Ala Lys Ala Ser Gin Arg lie 
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10 

Ala Pro Phe Leu Arg Asp Tyr Cys Cys Arg Arg His Ala Cys TY 
20 25 30 

lie Cys Gly 
35 



<210> 241 
<211> 145 
<212> DNA 
<213> Conus regius 

<220> 
<221> CDS 
<222> CD . . (105) 

<400> 241 

tct aat gga agg aat gcc gca gcc gac gcc aaa ^cg tct caa egg ate 4 8 

Ser Asn Gly Arg Asn Ala Ala Ala Asp Ala LysVAla Ser Gin Arg lie 

1 5 10 / 15 

get cca ttc etc agg gac tat tgc tgt agg /ga cct ccc tgt acg ttg 96 
Ala Pro Phe Leu Arg Asp Tyr Cys Cys Arg/Arg Pro Pro Cys Thr Leu 
20 25 / 30 



att tgt ggt tgaagacget gctgctccag gaocctctga accacgaegt 
lie Cys Gly 
35 



145 



<210> 242 
<211> 35 
<212> PRT 

<213> Conus regius 
<400> 242 

Ser Asn Gly Arg Asn Ala Ala ^la Asp Ala Lys Ala Ser Gin Arg lie 
1 5/10 15 

Ala Pro Phe Leu Arg Asp T/r Cys Cys Arg Arg Pro Pro Cys Thr Leu 
20 / 25 30 

lie Cys Gly 
35 



<210> 243 
<211> 136 
<212> DNA 

<213> Conus regius J 

<220> 
<221> CDS 
<222> (1) . . (96) 



<400> 243 

tct aat aaa agg aag aat gcc gca atg ctt gac atg ate get caa cac 

Ser Asn Lys Arjq Lys Asn Ala Ala Met Leu Asp Met lie Ala Gin His 
1/5 10 15 



48 



gcc ata agg 
Ala lie Arg 



5gt tgc tgt tec gat cct cgc tgt aga tat aga tgt cgt 
;iy Cys Cys Ser Asp Pro Arg Cys Arg Tyr Arg Cys Arg 



96 




90 

20 25 
tgaagacgct gctgctccag gaccctctga accacgacgt 



<210> 244 
<211> 32 
<212> PRT 

<213> Conus regius 
<400> 244 

Ser Asn Lys Arg Lys Asn Ala Ala Met Leu Asp Met lie Ala Gin His 
1 5 10 / 15 

Ala lie Arg Gly Cys Cys Ser Asp Pro Arg Cys Arg Tyr Arg Cys Arg 
20 25 / 30 



<210> 245 
<211> 145 
<212> DNA 
<213> Conus regius 



<220> 
<221> CDS 
<222> (1) . 



(105) 



<400> 245 

ttt aat gga agg agt gcc gca gcc gac caa aat gcg cct ggc ctg ate 
Phe Asn Gly Arg Ser Ala Ala ^^la Asp Gin Asn Ala Pro Gly Leu lie 



/. 



10 



15 



get caa gtc gtc aga gga ggg tgc tgt tec gat ccc cgc tgc gcc tgg 
Ala Gin Val Val Arg Gly Gl/y Cys Cys Ser Asp Pro Arg Cys Ala Trp 
20 y/ 25 30 - 

aga tgt ggt tgaagacgtt gctgctccag gaccctctga accacgacgt 
Arg Cys Gly 
35 



48 



96 



145 



<210> 246 
<211> 35 
<212> PRT 

<213> Conus regius 
<400> 246 

Phe Asn Gly Arg/Ser Ala Ala Ala Asp Gin Asn Ala Pro Gly Leu lie 
1/5 10 15 

Ala Gin Val Val Arg Gly Gly -Cys Cys Ser Asp Pro Arg Cys Ala Trp 
/20 25 30 

Arg Cys Gly/ 
35 



<210> 247 
<211> 14/5 
<212> DNA 
<213> Gt>nus regius 

<220> 
<221> /CDS 



<222> (1) . . (105) 
<400> 247 

ttt gat gga agg aat gcc gca gcc gac gcc aaa gtg att aac acg^ gtc 
Phe Asp Gly Arg Asn Ala Ala Ala Asp Ala Lys Val lie Asn Tbfr Val 
15 10 /l5 

get cga ate gcc tgg gat ata tgc tgt tec gaa eet gac tq^ aac cat 
Ala Arg lie Ala Trp Asp lie Cys Cys Ser Glu Pro Asp C^s Asn His 
20 25 730 

aaa tgt gtt tgaagaeget tctgetccag gaeeetetga aecae^ 
Lys Cys Val 
35 



<210> 248 
<211> 35 
<212> PRT 

<2 13> Conus regius 



<400> 248 

Phe Asp Gly Arg Asn Ala Ala Ala Asp Ala 
1 5 10 



Val lie Asn Thr Val 
15 



Ala Arg lie Ala Trp Asp lie Cys Cys Ser y/Glu Pro Asp Cys Asn His 
20 25 / 30 

Lys Cys Val 
35 



<210> 249 
<211> 136 
<212> DNA 
<213> Conus regius 

<220> 
<221> CDS 
<222> (1) . 

<400> 249 

tct aat aaa agg aag aat gcc^ gea atg ctt gae atg ate get caa cae 

Ser Asn Lys Arg Lys Asn Ala Ala Met Leu Asp Met lie Ala Gin His 

1 5/10 15 

gee ata agg ggt tgc tgt ytec gat cct cgc tgt aaa eat eag tgt ggt 
Ala lie Arg Gly Cys Cys/ser Asp Pro Arg Cys Lys His Gin Cys Gly 
20 / 25 30 

tgaagaeget gctgeteeag /gaeeetetga aeeaegacgt 



<210> 250 
<211> 32 
<212> PRT 

<213> Conus regiusy 
<400> 250 

Ser Asn Lys Arg iJys Asn Ala Ala Met Leu Asp Met lie Ala Gin His 
1 / 5 10 15 



Ala lie Arg Gly/ Cys Cys Ser Asp Pro Arg Cys Lys His Gin Cys Gly 

25 30 



92 



<210> 251 
<211> 136 
<212> DNA 

<213> Conus musicus 



<220> 
<221> CDS 
<222> (1) . 



(105) 



<400> 251 

ate aag aat aca gca gcc age aac aaa gcg tct age et^g gtg get ctt 48 

lie Lys Asn Thr Ala Ala Ser Asn Lys Ala Ser Ser Leu Val Ala Leu 
15 10 / 15 

gtt gtc agg gga tgc tgt tac aat cct gtc tgc aag^ aaa tat tat tgt 96 
Val Val Arg Gly Cys Cys Tyr Asn Pro Val Cys Lys Lys Tyr Tyr Cys 
20 25 / 30 

tgg aaa gge tgatgetcca ggaccctctg aaccacgacg'^t 136 
Trp Lys Gly 
35 



<210> 252 
<211> 35 
<212> PRT 

<213> Conus musicus 



<400> 252 

lie Lys Asn Thr Ala Ala Ser Asn Ly^ Ala Ser Ser Leu Val Ala Leu 
15 / 10 15 



/ 



Val Val Arg Gly Cys Cys Tyr Asn Pro Val Cys Lys Lys Tyr Tyr Cys 
20 / 25 30 



Trp Lys Gly 
35 



<210> 253 
<211> 148 
<212> DNA 

<213> Conus purpurascens 

<220> 
<221> CDS 
<222> (1) . . (117) 



<400> 253 



tct gaa ggc agg aat got gaa gcc ate gac aac gee tta gac cag agg 
Ser Glu Gly Arg Asn Ai^a Giu Ala lie Asp Asn Ala Leu Asp Gin Arg 



48 



10 



15 



gat eca aag cga cag ^ag ccg ggg tgc tgt agg cat cct gcc tgt ggg 
Asp Pro Lys Arg Gln/Glu Pro Gly Cys Cys Arg His Pro Ala Cys Gly 
20 / 25 30 



96 



aag aac aga tgt gga aga cgc tgatgetcca ggaccctctg aaccaegacg t 
Lys Asn Arg Cys Gly Arg Arg 
35 



148 



<210> 254 



<211> 39 
<212> PRT 

<213> Conus purpurascens 
<400> 254 

Ser Glu Gly Arg Asn Ala Glu Ala He Asp Asn Ala LeiVAsp Gin Arg 
1 5 10/15 

Asp Pro Lys Arg Gin Glu Pro Gly Cys Cys Arg His y#ro Ala Cys Gly 
20 25 / 30 



Lys Asn Arg Cys Gly Arg Arg 
35 



<210> 255 
<211> 156 
<212> DNA 

<213> Conus musicus' 



<220> 
<221> CDS 
<222> (1) . 



(102) 



<400> 255 

tct gat ggc agg aat att gca gtc 

Ser Asp Gly Arg Asn lie Ala Val 

1 5 

etc ttc cat get act tgc tgt gcc 

Leu Phe His Ala Thr Cys Cys Ala 
20 



ifc gac aga tgg tct ttc tat acg 4 8 

Asp Arg Trp Ser Phe Tyr Thr 

10 15 

gat cct gac tgt aga ttc egg eee 96 

Asp Pro Asp Cys Arg Phe Arg Pro 

25 30 



ggt tgt tgatctttgt tcttcaaag^ 
Gly Cys 

aegt 



cgetgetgge ccaggaccet ctgaaccacg 



152 



156 



<210> 256 
<211> 34 
<212> PRT 

<2 13> Conus musicus 
<400> 256 

Ser Asp Gly Arg Asn I^le Ala Val Asp Asp Arg Trp Ser Phe Tyr Thr 
1 5 / 10 15 

Leu Phe His Ala Th:^ Cys Cys Ala Asp Pro Asp Cys Arg Phe Arg Pro 
20 / 25 30 

Gly Cys 



<210> 257 
<211> 142 
<212> DNA 

<213> Conus miAsicus 



<220> 
<221> CDS 
<222> (1) . 



94 



<400> 257 

ate aag aat act gca gcc age aac aaa gcg cct age etg gtg a^t att 
lie Lys Asn Thr Ala Ala Ser Asn Lys Ala Pro Ser Leu Val/Ala lie 
1 5 10 / 15 



48 



gee gte agg gga tgc tgt tac aat cct tec tgt tgg eeg ^aaa aca tat 
Ala Val Arg Gly Cys Cys Tyr Asn Pro Ser Cys Trp Pra/Lys Thr Tyr 
20 25 / 30 



96 



tgt agt tggaaaggct gatgctccag gaccetetga accacg^gt 
Cys Ser 



142 



<210> 258 
<211> 34 
<212> PRT 

<213> Conus musicus 



<400> 258 

lie Lys Asn Thr Ala Ala Ser Asn Lys Ala/Pro Ser Leu Val Ala lie 
1 5 l/ 15 

l4r 



Ala Val Arg Gly Cys Cys Tyr Asn Pro 
20 25 



Cys Trp Pro Lys Thr Tyr 
30 



Cys Ser 



<210> 259 
<211> 161 
<212> DNA 

<213> Conus musicus 

<220> 

<221> CDS 

<222> (1) . . (108) 



<400> 259 

tct gat age agg aat gte 
Ser Asp Ser Arg Asn Val 
1 5 



fca ate gag gae aga gtg tct gac etg cac 
Ua lie Glu Asp Arg Val Ser Asp Leu His 
10 15 



tct atg tte tte gat gt£ tct tgc tgt age aat cct ace tgt aaa gaa 
Ser Met Phe Phe Asp Vdl Ser Cys Cys Ser Asn Pro Thr Cys Lys Glu 
20 / 25 30 



acg tat ggt tgt tga 
Thr Tyr Gly Cys 
35 



tgaaccacga cgt 



<210> 260 
<211> 36 
<212> PRT 

<213> Conus musicus 



<400> 260 
Ser Asp Se 
1 



r a/c 




gttgg ttttgaagae getgatgetc caggacecte 



g Asn Val Ala lie Glu Asp Arg Val Ser Asp Leu His 
5 10 15 



48 



96 



148 



161 



Ser Met Phe /Phe Asp Val Ser Cys Cys Ser Asn Pro Thr Cys Lys Glu 



20 



Thr Tyr Gly Cys 
35 



95 



25 



30/ 



<210> 261 
<211> 156 
<212> DNA 

<213> Conus musicus 



<220> 
<221> CDS 
<222> (1) . 



(102) 



<400> 261 

tct gtt ggc agg aat att gca gtc gac gac aga ggg att ttc tct acg 
Ser Val Gly Arg Asn lie Ala Val Asp Asp Arg Gly lie Phe Ser Thr 
1 5 10 / 15 

etc ttc cat get cat tgc tgt gcc aat ccc^ ate tgt aaa aac acg cec 
Leu Phe His Ala His Cys Cys Ala Asn Fro lie Cys Lys Asn Thr Pro 
20 25 / 30 

ggt tgt tgatctttgt tcttcaaaga cgctgctggc ccaggaccct ctgaaccacg 
Gly Cys 



acgt 



<210> 262 
<211> 34 
<212> PRT 

<213> Conus musicus 
<400> 262 

Ser Val Gly Arg Asn lie Ala /Val Asp Asp Arg Gly lie Phe Ser Thr 
1 5/10 15 

Leu Phe His Ala His Cys Cys Ala Asn Pro lie Cys Lys Asn Thr Pro 
20 / 25 30 

Gly Cys 



<210> 263 
<211> 161 
<212> DNA 

<213> Conus musicus 

<220> 

<221> CDS 

<222> (1) . . (108) 



<400> 263 

tec gat ggc agg aat/ gtc gca ate gac gac aga gtg tct gac etg cac 
Ser Asp Gly Arg Asn Val Ala lie Asp Asp Arg Val Ser Asp Leu His 
15 10 15 

tct atg ttc ttc gJt att get tgc tgt aac aat cet ace tgt aaa gaa 
Ser Met Phe Phe Asp lie Ala Cys Cys Asn Asn Pro Thr Cys Lys Glu 
20 / 25 30 



acq tat ggt tgt tgatcgttgg ttttgaagac gctgatgctc caggacc^tc 148 
Thr Tyr Gly Cys 
35 



tgaaccacga cgt 



161 



<210> 264 
<211> 36 
<212> PRT 

<213> Conus musicus 
<400> 264 

Ser Asp Gly Arg Asn Val Ala lie Asp Asp Arg ^al Ser Asp Leu His 
1 5 10/15 

Ser Met Phe Phe Asp lie Ala Cys Cys Asn As^ Pro Thr Cys Lys Glu 
20 25 / 30 

Thr Tyr Gly Cys 
35 



<210> 265 
<211> 161 
<212> DNA 

<213> Conus musicus 

<220> 

<221> CDS 

<222> (1) . . (108) 



<400> 265 
tct gat ggc agg aat gtc gca atj 
Ser Asp Gly Arg Asn Val Ala IJ 
1 5 



gag gac aga gtg tct gac ctg etc 
Glu Asp Arg Val Ser Asp Leu Leu 
10 15 



48 



tct atg etc ttc gat gtt get tqc tgt age aat cet gtc tgt aaa gaa 
Ser Met Leu Phe Asp Val Ala /Cys Cys Ser Asn Pro Val Cys Lys Glu 
20 / 25 30 



96 



aeg tat ggt tgt tgatcgttgg/ ttttgaagac gctgatgctc caggacccte 
Thr Tyr Gly Cys 
35 



148 



tgaaccacga egt 



161 



<210> 266 
<211> 36 
<212> PRT 

<213> Conus musicus 
<400> 266 

Ser Asp Gly Arg Asn J^al Ala lie Glu Asp Arg Val Ser Asp Leu Leu 
1 5 / 10 15 

Ser Met Leu Phe Asp/ Val Ala Cys Cys Ser Asn Pro Val Cys Lys Glu 
20 / 25 30 



Thr Tyr Gly Cys 
35 



97 



<210> 267 
<211> 154 
<212> DNA 

<213> Conus betulinus 

<220> 

<221> CDS 

<222> (1) . . (123) 



<400> 267 

tat gat ggc agg aat get gcc gcc gac gac aaa get' ttt gac ctg ctg 

Tyr Asp Gly Arg Asn Ala Ala Ala Asp Asp Lys Al^a Phe Asp Leu Leu 

1 5 10 / 15 



get atg ace 
Ala Met Thr 



agt aat 
Ser Asn 



cet 
Pro 
35 



ata 
He 
20 

aaa 
Lys 



^99 99^ 99^ tgc tgt tec tay cet 
Arg Gly Gly Cys Cys Ser Ty^r Pro 
25 



ccc 
Pro 



tgt ate 
Cys He 
30 



geg 
Ala 



tgt ggt gga aga cgc tgafcgeteea ggaccctctg 
Cys Gly Gly Arg Arg 
40 



48 



96 



143 



aaeeaeaaeg t 



154 



<210> 268 
<211> 41 
<212> PRT 

<213> Conus betulinus 
<400> 268 

Tyr Asp Gly Arg Asn Ala Ala A'la Asp Asp Lys Ala Phe Asp Leu Leu 
1 5/10 15 



Ala Met Thr He Arg Gly 
20 



Cys Cys Ser Tyr Pro Pro Cys He Ala 
25 30 



Ser Asn Pro Lys Cys Gly yGly Arg Arg 
35 / 40 



<210> 269 
<211> 151 
<212> DNA 
<213> Conus lividus; 



<220> 

<221> CDS 

<222> (1) . . {111} 



<400> 269 

ttt gat ggc agg /aat get gca ggc aae gee aaa atg tec gcc ctg atg 
Phe Asp Gly Arg/Asn Ala Ala Gly Asn Ala Lys Met Ser Ala Leu Met 
1/5 10 15 



48 



gcc 
Ala 



ctg ace at^c agg gga tge tgt tee eat cet gtc tgt age geg atg 
Leu Thr lie Arg Gly Cys Cys Ser His Pro Val Cys Ser Ala Met 
"O 25 30 



itc to 



agt cea ate £gt ggc tgaagacget gatgceccag gaccctctga accacgacgt 
Ser Pro He jCys Gly 

35; 



96 



151 



98 



<210> 270 
<211> 37 
<212> PRT 

<213> Conus lividus 
<400> 270 

Phe Asp Gly Arg Asn Ala Ala Gly Asn Ala Lys Met /Ser Ala Leu Met 
1 5 10/15 



Ala Leu Thr lie Arg Gly Cys Cys Ser His Pro Val Cys Ser Ala Met 
20 25 / 30 

Ser Pro lie Cys Gly 
35 



<210> 271 
<211> 196 
<212> DNA 

<213> Conus musicus 

<220> 
<221> CDS 
<222> (1) . . (165) 

<400> 271 

ate aag aat get gca get gac ga^ aaa gea tct,gac ctg etc tct cag 

lie Lys Asn Ala Ala Ala Asp A6p Lys Ala Ser Asp Leu Leu Ser Gin 
1 5/10 15 

ate gtc agg aat get gca tee/ aat gac aaa ggg tet gac ctg atg act 
lie Val Arg Asn Ala Ala Ser Asn Asp Lys Gly Ser Asp Leu Met Thr 
20 ■ / 25 30 

ctt gee etc agg gga tge t:gt aaa aat ect tae tgt ggt geg teg aaa 
Leu Ala Leu Arg Gly Cys /Cys Lys Asn Pro Tyr Cys Gly Ala Ser Lys 
35 / 40 45 




aca tat tgt ggt aga a 
Thr Tyr Cys Gly Arg 
50 




cgc tgatgetcca ggaceetetg aaceaegacg t 
Arg 
55 



<210> 272 
<211> 55 
<212> PRT 
<213> Conus music 

<400> 272 

lie Lys Asn Ala Ala Ala Asp Asp Lys Ala Ser Asp Leu Leu Ser Gin 
1/5 10 15 

lie Val Arg Asn/ Ala Ala Ser Asn Asp Lys Gly Ser Asp Leu Met Thr 
20f 25 30 

Leu Ala Leu Az/q Gly Cys Cys Lys Asn Pro Tyr Cys Gly Ala Ser Lys 
35 / 40 45 



48 



96 



144 



196 



Thr Tyr Cys Gly Arg Arg Arg 
50 / 55 



<210> 273 
<211> 139 



99 



<212> DNA 

<213> Conus omaria 



<220> 
<221> CDS 
<222> (40) 



(108) 



<400> 273 

tctgatggca ggaatgccgc agcgtctgac ctgatggat ctg ae5c ate aag gga 

Leu Thr lie Lys Gly 
1/ 5 



54 



tgc tgt tct tat cct ccc tgt ttc gcg act aat 
Cys Cys Ser Tyr Pro Pro Cys Phe Ala Thr Asn 
10 15 



^ca gac tgt ggt cga 
Pro Asp Cys Gly Arg 
20 



102 



cga cgc tgatgctcca ggaccctctg aaccacgacg 
Arg Arg 



139 



<210> 274 
<211> 23 
<212> PRT 

<213> Conus omaria 
<400> 274 

Leu Thr lie Lys Gly Cys Cys Ser Tyr/ Pro Pro Cys Phe Ala Thr Asn 
1 5 / 10 15 

Pro Asp Cys Gly Arg Arg Arg 
20 



<210> 275 
<211> 126 
<212> DNA 

<213> Conus radiatus 

<220> 

<221> CDS 

<222> (1) . . (123) 



<400> 275 

ttt gat ggc agg aat gcc 
Phe Asp Gly Arg Asn Ala 
1 5 



:a gcc gac tac aaa ggg tct gaa ttg etc 
La Ala Asp Tyr Lys Gly Ser Glu Leu Leu 
10 15 



48 



get atg ace gtc agg ggc 
Ala Met Thr Val Arg Gl^ 
20 



'gga tgc tgt tec tat cct ccc tgt ate gca 
Gly Cys Cys Ser Tyr Pro Pro Cys lie Ala 
25 30 



96 



aat aat cct ctt tgt 
Asn Asn Pro Leu Cys 
35 



qcit gga aga cgc tga 
Aj/a Gly Arg Arg 
40 



126 



<210> 276 
<211> 41 
<212> PRT 
<213> Conus radiatud 



<400> 276 

Phe Asp Gly Arg As^ 
1 



Ala Ala Ala Asp Tyr Lys Gly Ser Glu Leu Leu 
10 15 



100 



Ala Met Thr Val Arg Gly Gly Cys Cys Ser Tyr Pro Pro Cys lie Ala 
20 25 /30 



Asn Asn Pro Leu Cys Ala Gly Arg Arg 
35 40 



<210> 277 
<211> 126 
<212> DNA 

<213> Conus radiatus 

<220> 

<221> CDS 

<222> (1) . . (123) 



<400> 277 

ttt gat ggc agg aat gcc gca gcc gac tac aaa ggg tct gaa ttg etc 
Phe Asp Gly Arg Asn Ala Ala Ala Asp Tyr Lys Gly Ser Glu Leu Leu 
1 5 J 10 15 



48 



get atg acc gtc agg gga gga tgc tgt tec tat cct ecc tgt ate gea 
Ala Met Thr Val Arg Gly Gly Cys Cy^ Ser Tyr Pro Pro Cys lie Ala 
20 ,25 30 



96 



aat aat cct ttt tgt get gga aga/cgc tga 
Asn Asn Pro Phe Cys Ala Gly Arg Arg 
35 4;0 



<210> 278 
<211> 41 
<212> PRT 

<2 13> Conus radiatus 
<400> 278 

Phe Asp Gly Arg Asn Ala Ala Ala Asp Tyr Lys Gly Ser Glu Leu Leu 
1 5 / 10 15 



126 




Ala Met Thr Val Arg Gly Gly Cys Cys Ser Tyr Pro Pro Cys lie Ala 
20 / 25 30 

Asn Asn Pro Phe Cys Ala Gly Arg Arg 
35 / 40 



<210> 279 
<211> 155 

<212> DNA . 
<213> Conus virgo | 

<220> 
<221> CDS 
<222> (1) . . (114) 



<400> 279 1/ 

tct tat gac agg ta't gcc teg ecc gtc gac aga geg tct gee etg ate 

Ser Tyr Asp Arg Tyr Ala Ser Pro Val Asp Arg Ala Ser Ala Leu lie 

1 f5 10 15 



get cag gcc ate ctt cga gat tgc tgt tec aat cct ecc tgt tec caa 
Ala Gin Ala lie L'eu Arg Asp Cys Cys Ser Asn Pro Pro Cys Ser Gin 
20 .'f 25 30 



48 



96 



101 



aat aat cca gac tgt atg taaagacgct gcttgctcca ggaccctctc 
Asn Asn Pro Asp Cys Met 
35 



144 



aaccacgacg t 



155 



<210> 280 
<211> 38 
<212> PRT 
<213> Conus virgo 

<400> 280 

Ser Tyr Asp Arg Tyr Ala Ser Pro Val Asp Ar^ Ala Ser Ala Leu lie 
1 5 • 10 / 15 

Ala Gin Ala lie Leu Arg Asp Cys Cys Ser /Asn Pro Pro Cys Ser Gin 
20 25 / 30 

Asn Asn Pro Asp Cys Met 
35 



<210> 281 
<211> 155 
<212> DNA 
<213> Conus virgo 



<220> 
<221> CDS 
<222> (1) , 



(114) 



<400> 281 

tct tat ggc agg tat gcc tea /ccc gtc gac aga gcg tct gcc ctg ate 
Ser Tyr Gly Arg Tyr Ala Ser/ Pro Val Asp Arg Ala Ser Ala Leu lie 
1 5/10 15 



48 



get cag gcc ate ctt cga gat tgc tgc tec aat cet cct tgt gcc cat 
Ala Gin Ala lie Leu Arg Asp Cys Cys Ser Asn Pro Pro Cys Ala His 
20 / 25 30 



96 



aat aat cca gac tgt cgt 
Asn Asn Pro Asp Cys Ar^ 
35 



taaagacgct gcttgctcca ggaccctetg 



144 



aaccacgacg t 



155 



<210> 282 
<211> 38 
<212> PRT 
<213> Conus virgo 

<400> 282 

Ser Tyr Gly Arg Tyr Ala Ser Pro Val Asp Arg Ala Ser Ala Leu lie 
1 fe 10 15 

Ala Gin Ala lie Leu Arg Asp Cys Cys Ser Asn Pro Pro Cys Ala His 
20 / 25 30 



Asn Asn Pro Asp Cfys Arg 
35 



102 



<210> 283 
<211> 126 
<212> DNA 

<213> Conus achatinus 

<220> 

<221> CDS 

<222> (1) . . (123) 



<400> 283 

tct gat ggc agg aat gcc gca gcc aac gac aaa 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp Lys 
15 10 



tct ggc atg age 
La Ser Gly Met Ser 
15 



48 



gcg ctg gcc gtc aat gaa tgc tgt acc aac cc 
Ala Leu Ala Val Asn Glu Cys Cys Thr Asn Pi 
20 25 



gtc tgt cac gcg gaa 
Val Cys His Ala Glu 
30 



96 



cat caa gaa ctt tgt get aga aga cgc tg^ 
His Gin Glu Leu Cys Ala Arg Arg Arg 
35 40 



126 



<210> 284 
<211> 41 
<212> PRT 

<213> Conus achatinus 
<400> 284 

Ser Asp Gly Arg Asn Ala Ala A^a Asn Asp Lys Ala Ser Gly Met Ser 
1 5-/10 15 

Ala Leu Ala Val Asn Glu Cys/Cys Thr Asn Pro Val Cys His Ala Glu 
20 / 25 30 

His Gin Glu Leu Cys Ala A^rg Arg Arg 
35 / 40 



<210> 285 
<211> 126 
<212> DNA 

<213> Conus achatinu^ 



<220> 
<221> CDS 
<222> (1) . 



(123) 



<400> 285 

tct gat ggc agg akt gcc gca gcc aac gac aaa gcg tct gac gtg ate 
Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp Lys Ala Ser Asp Val lie 
1 / 5 10 15 



48 



acg ctg gcc ctc/aag gga tgc tgt tec aac cet gtc tgt cac ttg gag 
Thr Leu Ala Leu/ Lys Gly Cys Cys Ser Asn Pro Val Cys His Leu Glu 
2d 25 30 



96 



cat tea aac etj 
His Ser Asn Le 
35 



tgt ggt aga aga cgc tga 
Cys Gly Arg Arg Arg 
40 



126 



<210> 286 
<211> 41 



<212> PRT 

<213> Conus achatinus 
<400> 286 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp Lys Ala Ser Xsp Val lie 
1 .5 10 / 15 

Thr Leu Ala Leu Lys Gly Cys Cys Ser Asn Pro Val Q^s His Leu Glu 
20 25 / 30 



His Ser Asn Leu Cys Gly Arg Arg Arg 
35 40 



<210> 287 
<211> 126 
<212> DNA 

<213> Conus achatinus 



<220> 
<221> CDS 
<222> (1) . 



(123) 



<400> 287 

tct gat ggc agg aat gcc gca gcc aac/gac aaa gcg tct ggc atg age 
Ser Asp Gly Arg Asn Ala Ala Ala As/ Asp Lys Ala Ser Gly Met Ser 
1 5 / 10 15 



48 



gcg ctg gcc gtc aat gaa tgc tgt yacc aac cct gtc tgt cac gtg gaa 
Ala Leu Ala Val Asn Glu Cys Cys/Thr Asn Pro Val Cys His Val Glu 
20 / 25 30 



96 



cat caa gaa ctt tgt get aga ^a cgc tga 
His Gin Glu Leu Cys Ala Arg Arg Arg 
35 / 40 



126 



<210> 288 
<211> 41 
<212> PRT 

<213> Conus achatinus 
<400> 288 

Ser Asp Gly Arg Asn Ala/Ala Ala Asn Asp Lys Ala Ser Gly Met Ser 
1 5 / 10 15 

Ala Leu Ala Val Asn GlAi Cys Cys Thr Asn Pro Val Cys His Val Glu 
20 / 25 30 

His Gin Glu Leu Cys Ala Arg Arg Arg 
35 / 40 



<210> 289 
<211> 220 
<212> DNA 

<213> Conus ammir^is 

<220> 
<221> CDS 
<222> (1) . . (180) , 



<400> 289 

atg ttc acc gtg/ ttt ctg ttg gtt gtc ttg gca acc acc gtc gtt tec 



48 



104 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

ttc act tea gat cgt gca ttt cgt ggc agg aat gcc gca gcc aaa gcg 96 
Phe Thr Ser Asp Arg Ala Phe Arg Gly Arg Asn Ala Ala Ala Lys Ala 
20 25 30 

tct ggc ctg gtc ggt ctg acc gac aag agg caa gaa tgc tgt tct tat 144 
Ser Gly Leu Val Gly Leu Thr Asp Lys Arg Gin Glu Cys Cys Ser Tyr 
35 40 45 

cct gcc tgt aac eta gat cat cca gaa ctt tgt ggt tgaagacgct 190 
Pro Ala Cys Asn Leu Asp His Pro Glu Leu Cys Gly 
50 55 60 

gatgctccag gaccctctga accacgacgt 220 

<210> 290 
<211> 60 
<212> PRT 

<213> Conus ammiralis 
<400> 290 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Phe Thr Ser Asp Arg Ala Phe Arg Gly Arg Asn Ala Ala Ala Lys Ala 
20 25 30 

Ser Gly Leu Val Gly Leu Thr Asp Lys Arg Gin Glu Cys Cys Ser Tyr 
35 40 45 

Pro Ala Cys Asn Leu Asp His Pro Glu Leu Cys Gly 
50 55 60 



<210> 291 
<211> 223 
<212> DNA 

<213> Conus ammiralis 

<220> 

<221> CDS 

<222> (1) . . (192) 

<400> 291 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc act gtc gtt tec 48 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

tec act tea ggt cgt cgt gca ttt cgt ggc agg aat gcc gca gcc aaa 96 
Ser Thr Ser Gly Arg Arg Ala Phe Arg Gly Arg Asn Ala Ala Ala Lys 
20 25 30 

gcg tct gga ctg gtc ggt ctg act gac agg aga cca gaa tgc tgt agt 144 
Ala Ser Gly Leu Val Gly Leu Thr Asp Arg Arg Pro Glu Cys Cys Ser 
35 40 45 

gat cct egc tgt aac teg act cat cca gaa ctt tgt ggt gga aga cgc 192 
Asp Pro Arg Cys Asn Ser Thr His Pro Glu Leu Cys Gly Gly Arg Arg 
50 55 60 

tgatgetcca ggaecctctg aaccaegacg t 223 



105 



<210> 292 
<211> 64 
<212> PRT 

<213> Conus ammiralis 
<400> 292 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Ser Thr Ser Gly Arg Arg Ala Phe Arg Gly Arg Asn Ala Ala Ala Lys 
20 25 30 

Ala Ser Gly Leu Val Gly Leu Thr Asp Arg Arg Pro Glu Cys Cys Ser 
35 40 45 

Asp Pro Arg Cys Asn Ser Thr His Pro Glu Leu Cys Gly Gly Arg Arg 
50 55 60 



<210> 293 
<211> 151 
<212> DNA 

<213> Conus arenatus 

<220> 

<221> CDS 

<222> (1) . . (120) 

<400> 293 

tct gat ggc agg aat gcc gca gcc aac gcg ttt gac ctg ate gat ctg 48 
Ser Asp Gly Arg Asn Ala Ala Ala Asn Ala Phe Asp Leu lie Asp Leu 
15 10 15 

acc gcc agg eta aat tgc tgt atg att ccc ccc tgt tgg aag aaa tat 96 
Thr Ala Arg Leu Asn Cys Cys Met lie Pro Pro Cys Trp Lys Lys Tyr 
20 25 30 

gga gac aga tgt agt gaa gta cgc tgatgctcca ggaccctctg aaccacgacg 150 
Gly Asp Arg Cys Ser Glu Val Arg 



35 40 



151 



<210> 294 
<211> 40 
<212> PRT 

<213> Conus arenatus 
<400> 294 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Ala Phe Asp Leu lie Asp Leu 
15 10 15 

Thr Ala Arg Leu Asn Cys Cys Met lie Pro Pro Cys Trp Lys Lys Tyr 
20 25 30 

Gly Asp Arg Cys Ser Glu Val Arg 
35 40 



<210> 295 
<211> 126 
<212> DNA 



106 

<213> Conus arenatus 

<220> 
<221> CDS 
<222> (1) . . (93) 

<400> 295 

tct gat ggc agg aat gcc gca cgc aaa gcg ttt ggc tgc tgc gac tta 48 

Ser Asp Gly Arg Asn Ala Ala Arg Lys Ala Phe Gly Cys Cys Asp Leu 

15 10 15 

ata ccc tgt ttg gag aga tat ggt aac aga tgt aat gaa gtg cac 93 
lie Pro Cys Leu Glu Arg Tyr Gly Asn Arg Cys Asn Glu Val His 
20 25 30 

tgatgctcca ggaccctctg aaccacgcga cgt 126 



<210> 296 
<211> 31 
<212> PRT 

<213> Conus arenatus 
<400> 296 

Ser Asp Gly Arg Asn Ala Ala Arg Lys Ala Phe Gly Cys Cys Asp Leu 
15 10 15 

lie Pro Cys Leu Glu Arg Tyr Gly Asn Arg Cys Asn Glu Val His 
20 25 30 



<210> 297 
<211> 151 
<212> DNA 

<213> Conus arenatus 

<220> 

<221> CDS 

<222> (1) . . (120) 

<400> 297 

tct gat ggc age aat gcc gca gcc aac gag ttt gac ctg ate get ctg 48 

Ser Asp Gly Ser Asn Ala Ala Ala Asn Glu Phe Asp Leu lie Ala Leu 
15 10 15 

acc gcc agg eta ggt tgc tgt aac gtt aca ccc tgt tgg gag aaa tat 96 
Thr Ala Arg Leu Gly Cys Cys Asn Val Thr Pro Cys Trp Glu Lys Tyr 
20 25 30 

gga gac aaa tgt aat gaa gta cgc tgatgcttca ggaccctctg aaccacgacg 150 
Gly Asp Lys Cys Asn Glu Val Arg 
35 40 

t 151 



<210> 298 
<211> 40 
<212> PRT 

<213> Conus arenatus 



<400> 298 

Ser Asp Gly Ser Asn Ala Ala Ala Asn Glu Phe Asp Leu lie Ala Leu 
15 10 15 



107 

Thr Ala Arg Leu Gly Cys Cys Asn Val Thr Pro Cys Trp Glu Lys Tyr 
20 25 30 

Gly Asp Lys Cys Asn Glu Val Arg 
35 40 



<210> 299 
<211> 148 
<212> DNA 

<213> Conus arenatus 

<220> 

<221> CDS 

<222> (1) . . (117) 

<400> 299 

tct gat ggc agg aat gtc gca gca aaa gcg ttt cac egg ate ggc egg 4 8 
Ser Asp Gly Arg Asn Val Ala Ala Lys Ala Phe His Arg lie Gly Arg 
15 10 15 

aec ate agg gat gaa tge tgt tec aat cct gcc tgt agg gtg aat aat 96 
Thr lie Arg Asp Glu Cys Cys Ser Asn Pro Ala Cys Arg Val Asn Asn 
20 25 30 

cea cac gtt tgt aga cga cgc tgatgcteea ggaccctetg aaccacgacg t 148 
Pro His Val Cys Arg Arg Arg 
35 



<210> 300 
<211> 39 
<212> PRT 

<213> Conus arenatus 
<400> 300 

Ser Asp Gly Arg Asn Val Ala Ala Lys Ala Phe His Arg lie Gly Arg 
15 10 15 

Thr lie Arg Asp Glu Cys Cys Ser Asn Pro Ala Cys Arg Val Asn Asn 
20 25 30 

Pro His Val Cys Arg Arg Arg 
35 



<210> 301 
<211> 151 
<212> DNA 

<213> Conus arenatus 

<220> 

<221> CDS 

<222> (1) . . (120) 

<400> 301 

tct gat ggc agg aat gcc gca gcc aac gcg ttt gac ctg atg cct ctg 48 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Ala Phe Asp Leu Met Pro Leu 
15 10 15 



aec gcc agg eta aat tgc tgt age att ccc ggc tgt tgg aac gaa tat 96 
Thr Ala Arg Leu Asn Cys Cys Ser lie Pro Gly Cys Trp Asn Glu Tyr 
20 25 30 



108 

aaa gac aga tgt agt aaa gta cgc tgatgctcca ggaccctctg aaccacgacg 150 
Lys Asp Arg Cys Ser Lys Val Arg 
35 40 

t 151 



<210> 302 
<211> 40 
<212> PRT 

<213> Conus arenatus 



<400> 302 
Ser Asp Gly Arg 
1 

Thr Ala Arg Leu 
20 

Lys Asp Arg Cys 
35 



Asn Ala Ala Ala 
5 

Asn Cys Cys Ser 

Ser Lys Val Arg 
40 



Asn Ala Phe Asp 
10 

lie Pro Gly Cys 
25 



Leu Met Pro Leu 
15 

Trp Asn Glu Tyr 
30 



<210> 303 
<211> 157 
<212> DNA 

<213> Conus aurisiacus 

<220> 

<221> CDS 

<222> (52) . . (126) 

<400> 303 

tctgatggca ggaatgccgc agccgacgac aaagcgtctg acctggtcgc t ctg gtc 57 

Leu Val 
1 

gtc agg gga gga tgc tgt tec cac cct gtc tgt tac ttt aat aat cca 105 
Val Arg Gly Gly Cys Cys Ser His Pro Val Cys Tyr Phe Asn Asn Pro 
5 10 15 

caa atg tgt cgt gga aga cgc tgatgctcca ggaccctctg aaccacgacg t 157 
Gin Met Cys Arg Gly Arg Arg 
20 25 



<210> 304 
<211> 25 
<212> PRT 

<213> Conus aurisiacus 
<400> 304 

Leu Val Val Arg Gly Gly Cys Cys Ser His Pro Val Cys Tyr Phe Asn 
15 10 15 

Asn Pro Gin Met Cys Arg Gly Arg Arg 
20 25 



<210> 305 
<211> 157 
<212> DNA 

<213> Conus aurisiacus 



109 



<220> 

<221> CDS 

<222> (52) . (126) 

<400> 305 

tctgatggca ggaatgccgc agccgacgac aaagcgtctg acctggtcgc t ctg gcc 57 

Leu Ala 
1 

gtc agg gga gga tgc tgt tec cac cct gtc tgt aac ttg aat aat cca 105 
Val Arg Gly Gly Cys Cys Ser His Pro Val Cys Asn Leu Asn Asn Pro 
5 10 15 

caa atg tgt cgt gga aga cgc tgatgctcca ggaccctctg aaccacgacg t 157 
Gin Met Cys Arg Gly Arg Arg 
20 25 



<210> 306 
<211> 25 
<212> PRT 

<213> Conus aurisiacus 
<400> 306 

Leu Ala Val Arg Gly Gly Cys Cys Ser His Pro Val Cys Asn Leu Asn 
15 10 15 

Asn Pro Gin Met Cys Arg Gly Arg Arg 
20 25 



<210> 307 
<211> 157 
<212> DNA 

<213> Conus betulinus 

<220> 

<221> CDS 

<222> (1) . . (117) 

<400> 307 

ttt cgt ggc agg aat ccc gca gcc aac gac aaa agg tct gac ctg gcc 48 

Phe Arg Gly Arg Asn Pro Ala Ala Asn Asp Lys Arg Ser Asp Leu Ala 
15 10 15 

get ctg age gtc agg gga gga tgc tgt tec eat cct gee tgt age gtg 96 
Ala Leu Ser Val Arg Gly Gly Cys Cys Ser His Pro Ala Cys Ser Val 
20 25 30 

act cat cca gag ctt tgt ggc tgaagaegct gatgecccag gaeeetetga 147 
Thr His Pro Glu Leu Cys Gly 
35 

aceaegacgt 157 



<210> 308 
<211> 39 
<212> PRT 
<213> Conus 



betulinus 



<400> 308 

Phe Arg Gly Arg Asn Pro Ala Ala Asn Asp Lys Arg Ser Asp Leu Ala 
15 10 15 
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Ala Leu Ser Val Arg Gly Gly Cys Cys Ser His Pro Ala Cys Ser Val 
20 25 30 



Thr His Pro Glu Leu Cys Gly 
35 



<210> 309 
<211> 151 
<212> DNA 

<213> Conus betulinus 

<220> 

<221> CDS 

<222> (1) . . (120) 

<400> 309 

tct gat ggc ggg aat gcc gca gcc aaa gcg tct gac ctg ate get cag 4 8 

Ser Asp Gly Gly Asn Ala Ala Ala Lys Ala Ser Asp Leu lie Ala Gin 
15 10 15 

aee ate agg gga gga tge tgt tec tat cct gcc tgt age gtg gaa cat 96 . 
Thr lie Arg Gly Gly Cys Cys Ser Tyr Pro Ala Cys Ser Val Glu His 
20 25 30 

caa gac ctt tgt gat gga aga cgc tgatgctcca ggaccctctg aaccaegacg 150 
Gin Asp Leu Cys Asp Gly Arg Arg 
35 40 

t 151 



<210> 310 • 
<211> 40 
<212> PRT 

<213> Conus betulinus 
<400> 310 

Ser Asp Gly Gly Asn Ala Ala Ala Lys Ala Ser Asp Leu lie Ala Gin 
15 10 15 

Thr lie Arg Gly Gly Cys Cys Ser Tyr Pro Ala Cys Ser Val Glu His 
20 25 30 

Gin Asp Leu Cys Asp Gly Arg Arg 
35 40 



<210> 311 
<211> 114 
<212> DNA 

<213> Conus caracteristicus 

<220> 

<221> CDS 

<222> (1) . . (Ill) 

<400> 311 

tct tat ggc agg aat gcc gca gcc aaa gcg ttt gaa gtg agt tgc tgt 4 8 

Ser Tyr Gly Arg Asn Ala Ala Ala Lys Ala Phe Glu Val Ser Cys Cys 
15 10 15 



gtc gtt cgc ccc tgt tgg att cgc tat caa gag gaa tgt ctt gaa gca 96 
Val Val Arg Pro Cys Trp lie Arg Tyr Gin Glu Glu Cys Leu Glu Ala 



Ill 



20 25 30 

gat ccc agg acc etc tga 114 
Asp Pro Arg Thr Leu 
35 



<210> 312 
<211> 37 
<212> PRT 

<213> Conus caracteristicus 
<400> 312 

Ser Tyr Gly Arg Asn Ala Ala Ala Lys Ala Phe Glu Val Ser Cys Cys 
15 10 15 

Val Val Arg Pro Cys Trp lie Arg Tyr Gin Glu Glu Cys Leu Glu Ala 
20 25 30 

Asp Pro Arg Thr Leu 
35 



<210> 313 
<211> 123 
<212> DNA 

<213> Conus caracteristicus 

<220> 

<221> CDS 

<222> (1) . . (120) 

<400> 313 

tct gat ggc agg aat gcc gca gcc aac gcc ctt gac ctg ate act ctg 4 8 
Ser Asp Gly Arg Asn Ala Ala Ala Asn Ala Leu Asp Leu lie Thr Leu 
15 10 15 

ate gcc agg caa aat tgc tgt age att ccc ggc tgt tgg gag aaa tat 96 
He Ala Arg Gin Asn Cys Cys Ser He Pro Gly Cys Trp Glu Lys Tyr 
20 25 30 

gga gac aaa tgt agt gaa gta cge tga 123 
Gly Asp Lys Cys Ser Glu Val Arg 
35 40 



<210> 314 
<211> 40 
<212> PRT 

<213> Conus caracteristicus 
<400> 314 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Ala Leu Asp Leu He Thr Leu 
15 10 15 

He Ala Arg Gin Asn Cys Cys Ser He Pro Gly Cys Trp Glu Lys Tyr 
20 25 30 

Gly Asp Lys Cys Ser Glu Val Arg 
35 40 



<210> 315 
<211> 154 
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<212> DNA 

<213> Conus catus 

<220> 

<221> CDS 

<222> (1) . . (123) 

<400> 315 

tct gat ggc agg aat gaa gca gcc aac gac gaa gcg tct gac gtg ate 48 
Ser. Asp Gly Arg Asn Glu Ala Ala Asn Asp Glu Ala Ser Asp Val lie 
15 10 15 

gag ctg gcc etc aag gga tgc tgt tec aac cct gtc tgt cac ttg gag 96 
Glu Leu Ala Leu Lys Gly Cys Cys Ser Asn Pro Val Cys His Leu Glu 
20 25 30 

cat cca aac get tgt ggt aga aga cgc tgatgetcca ggaccctctg 143 
His Pro Asn Ala Cys Gly Arg Arg Arg 
35 40 

aaccacgacg t 154 

<210> 316 

<211> 41 

<212> PRT 

<213> Conus catus 

<400> 316 

Ser Asp Gly Arg Asn Glu Ala Ala Asn Asp Glu Ala Ser Asp Val lie 
1 5 10 . 15 

Glu Leu Ala Leu Lys Gly Cys Cys Ser Asn Pro Val Cys His Leu Glu 
20 25 30 

His Pro Asn Ala Cys Gly Arg Arg Arg 
35 40 



<210> 317 
<211> 154 
<212> DNA 
<213> Conus catus 

<220> 

<221> CDS 

<222> (1) . . (123) 

<400> 317 

tct gat ggc agg aat gcc gca gcc aac gac aaa gcg tct gac ctg gtc 48 
Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp Lys Ala Ser Asp Leu Val 
15 10 15 

get ctg gcc gtc agg gga tgc tgt tec aac cct ate tgt tac ttt aat 96 
Ala Leu Ala Val Arg Gly Cys Cys Ser Asn Pro lie Cys Tyr Phe Asn 
20 25 30 

aat cca cga att tgt cgt gga aga cgc tgatgetcca ggaccctctg 143 
Asn Pro Arg lie Cys Arg Gly Arg Arg 
35 40 



aaccacgacg t 



154 
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<210> 318 

<211> 41 

<212> PRT 

<213> Conus catus 

<400> 318 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp Lys Ala Ser Asp Leu Val 
15 10 15 

Ala Leu Ala Val Arg Gly Cys Cys Ser Asn Pro lie Cys Tyr Phe Asn 
20 25 30 

Asn Pro Arg lie Cys Arg Gly Arg Arg 
35 40 



<210> 319 
<211> 111 
<212> DNA 
<213> Conus 



episcopatus 



<220> 

<221> CDS 

<222> (1) . . (108) 



<400> 319 

tct cat ggc agg aat gcc gca cgc 
Ser His Gly Arg Asn Ala Ala Arg 
1 5 

acc gtc agg gaa tgc tgt tct cag 
Thr Val Arg Glu Cys Cys Ser Gin 
20 



aaa gcg tct gac ctg ate get ctg 48 
Lys Ala Ser Asp Leu lie Ala Leu 
10 15 

cct ccc tgt cgc tgg aaa cat cca 96 
Pro Pro Cys Arg Trp Lys His Pro 
25 30 



gaa ctt tgt agt tga 111 
Glu. Leu Cys Ser 
35 



<210> 320 
<211> 36 
<212> PRT 

<213> Conus episcopatus 



<400> 320 

Ser His Gly Arg Asn Ala Ala Arg Lys Ala Ser Asp Leu lie Ala Leu 
15 10 15 

Thr Val Arg Glu Cys Cys Ser Gin Pro Pro Cys Arg Trp Lys His Pro 
20 25 30 



Glu Leu Cys Ser 
35 



<210> 321 
<211> 151 
<212> DNA 

<213> Conus geographus 

<220> 

<221> CDS 

<222> (1) . . (120) 



114 



<400> 321 

tct gat ggc agg aat gac gca gcc aaa gcg ttt gac ctg ata tct teg 48 
Ser Asp Gly Arg Asn Asp Ala Ala Lys Ala Phe Asp Leu lie Ser Ser 
15 10 15 

acc gtc aag aaa gga tgc tgt tec eat ect gee tgt gcg ggg aat aat 96 
Thr Val Lys Lys Gly Cys Cys Ser His Pro Ala Cys Ala Gly Asn Asn 
20 25 30 

caa cat att tgt ggc cga aga cgc tgatgctcca ggaccctctg aaecacgacg 150 
Gin His lie Cys Gly Arg Arg Arg 
35 40 

t 151 



<210> 322 
<211> 40 
<212> PRT 

<213> Conus geographus 
<400> 322 

Ser Asp Gly Arg Asn Asp Ala Ala 
1 5 

Thr Val Lys Lys Gly Cys Cys Ser 
20 

Gin His lie Cys Gly Arg Arg Arg 
35 40 



Lys Ala Phe Asp Leu lie Ser Ser 
10 15 

His Pro Ala Cys Ala Gly Asn Asn 
25 30 



<210> 323 
<211> 154 
<212> DNA 

<213> Conus geographus 

<220> 

<221> CDS 

<222> (1) . . (123) 

<400> 323 

tct gat ggc agg aat gee gca gcc aac gac caa gcg tct gac ctg atg 48 
Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp Gin Ala Ser Asp Leu Met 
15 10 15 

get gcg acc gtc agg gga tgc tgt gcc gtt ect tec tgt cgc etc cgt 96 
Ala Ala Thr Val Arg Gly Cys Cys Ala Val Pro Ser Cys Arg Leu Arg 
20 25 30 

aat cca gac ett tgt ggt gga gga cgc tgatgctcca ggaccctctg 143 
Asn Pro Asp Leu Cys Gly Gly Gly Arg 
35 40 

aaecacgacg t 154 



<210> 324 
<211> 41 
<212> PRT 
<213> Conus 



geographus 



<400> 324 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp Gin Ala Ser Asp Leu Met 



115 

10 



15 



Ala Ala Thr Val Arg Gly Cys Cys Ala Val Pro Ser Cys Arg Leu Arg 
20 25 30 

Asn Pro Asp Leu Cys Gly Gly Gly Arg 
35 40 



<210> 325 
<211> 120 
<212> DNA 

<213> Conus imperialis 

<220> 

<221> CDS 

<222> (1) . . (117) 

<400> 325 

ctt gat gaa agg aat gcc gca gcc gac gac aaa gcg tct gac ctg ate 48 

Leu Asp Glu Arg Asn Ala Ala Ala Asp Asp Lys Ala Ser Asp Leu lie 

1 5 10 15 

get eaa ate gtc agg aga gga tgc tgt tee eat eet gcc tgt aac gtg 96 
Ala Gin lie Val Arg Arg Gly Cys Cys Ser His Pro Ala Cys Asn Val 
20 25 30 

aat aat cea eac att tgt ggt tga 120 
Asn Asn Pro His lie Cys Gly 
35 



<210> 326 
<211> 39 
<212> PRT 

<213> Conus imperialis 
<400> 326 

Leu Asp Glu Arg Asn Ala Ala Ala Asp Asp Lys Ala Ser Asp Leu lie 
15 10 15 

Ala Gin lie Val Arg Arg Gly Cys Cys Ser His Pro Ala Cys Asn Val 
20 25 30 

Asn Asn Pro His lie Cys Gly 
35 



<210> 327 
<211> 142 
<212> DNA 

<213> Conus lividus 

<220> 

<221> CDS 

<222> (1) . . (Ill) 

<400> 327 

tct gat gge agg aat act gca gcc aaa gtc aaa tat tct aag acg ccg 48 
Ser Asp Gly Arg Asn Thr Ala Ala Lys Val Lys Tyr Ser Lys Thr Pro 
15 10 15 



gag gaa tgc tgt ccc aat eet cec tgt ttc gcg aca aat teg gat att 96 
Glu Glu Cys Cys Pro Asn Pro Pro Cys Phe Ala Thr Asn Ser Asp lie 
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20 25 30 

tgt ggc gga aga cgc tgatgctcca ggaccctctg aaccacgacg t 142 
Cys Gly Gly Arg Arg 
35 



<210> 328 
<211> 37 
<212> PRT 

<213> Conus lividus 
<400> 328 

Ser Asp Gly Arg Asn Thr Ala Ala Lys Val Lys Tyr Ser Lys Thr Pro 
15 10 15 

Glu Glu Cys Cys Pro Asn Pro Pro Cys Phe Ala Thr Asn Ser Asp lie 
20 25 30 

Cys Gly Gly Arg Arg 
35 



<210> 329 
<211> 157 
<212> DNA 

<213> Conus lividus 

<220> 

<221> CDS 

<222> (1) . . (117) 

<400> 329 

tct aat ggc agg aat gcc gca gcc aaa ttc aaa gcg act gcc ctg atg 48 
Ser Asn Gly Arg Asn Ala Ala Ala Lys Phe Lys Ala Pro Ala Leu Met 
15 10 15 

aag egg acc gtc agg gat get tgc tgt tea gac cct cgc tgt tec ggg 96 
Lys Arg Thr Val Arg Asp Ala Cys Cys Ser Asp Pro Arg Cys Ser Gly 
20 25 30 

aaa cat caa gac ctg tgt ggc tgaagacget gatgctccag gaecctctga 147 
Lys His Gin Asp Leu Cys Gly 
35 

accacgacgt 157 

<210> 330 
<211> 39 
<212> PRT 

<213> Conus lividus 
<400> 330 

Ser Asn Gly Arg Asn Ala Ala Ala Lys Phe Lys Ala Pro Ala Leu Met 
15 10 15 

Lys Arg Thr Val Arg Asp Ala Cys Cys Ser Asp Pro Arg Cys Ser Gly 
20 25 30 



Lys His Gin Asp Leu Cys Gly 
35 
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<210> 331 
<211> 157 
<212> DNA 

<213> Conus lividus 

<220> 

<221> CDS 

<222> (1) . . (117) 

<400> 331 

tct aat ggc agg aat gcc gca gcc aaa ttc aaa gcg cct gcc ctg atg 48 
Ser Asn Gly Arg Asn Ala Ala Ala Lys Phe Lys Ala Pro Ala Leu Met 
15 10 15 

gag ctg acc gtc agg gaa gat tgc tgt tea gac cct cgc tgt tec gtg 96 
Glu Leu Thr -Val Arg Glu Asp Cys Cys Ser Asp Pro Arg Cys Ser Val 
20 25 30 

gga cat caa gac ctg tgt ggc tgaagacgct gatgctccag gaccctctga 147 
Gly His Gin Asp Leu Cys Gly 
35 

accacgacgt 157 

<210> 332 
<211> 39 
<212> PRT 

<213> Conus lividus 
<400> 332 

Ser Asn Gly Arg Asn Ala Ala Ala Lys Phe Lys Ala Pro Ala Leu Met 
15 10 15 

Glu Leu Thr Val Arg Glu Asp Cys Cys Ser Asp Pro Arg Cys Ser Val 
20 25 30 

Gly His Gin Asp Leu Cys Gly 
35 



<210> 333 
<211> 157 
<212> DNA 

<213> Conus lividus 

<220> 

<221> CDS 

<222> (1) . . (126) 

<400> 333 

gca ttt gat ggc agg aat get gca gcc age gac aaa gcg tec gag ctg 48 

Ala Phe Asp Gly Arg Asn Ala Ala Ala Ser Asp Lys Ala Ser Glu Leu 

15 10 15 

atg get ctg gcc gtc agg gga tgc tgt tec cat cct gee tgt get ggg 96 
Met Ala Leu Ala Val Arg Gly Cys Cys Ser His -Pro Ala Cys Ala Gly 
20 25 30 

agt aat gca cat ate tgt ggc aga aga cgc tgatgcteca ggaecetctg 14 6 

Ser Asn Ala His lie Cys Gly Arg Arg Arg 
35 40 



aaccacgaeg t 



157 
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<210> 334 
<211> 42 
<212> PRT 

<213> Conus lividus 
<400> 334 

Ala Phe Asp Gly Arg Asn Ala Ala Ala Ser Asp Lys Ala Ser Glu Leu 
15 10 15 

Met Ala Leu Ala Val Arg Gly Cys Cys Ser His Pro Ala Cys Ala Gly 
20 25 30 

Ser Asn Ala His lie Cys Gly Arg Arg Arg 
35 40 



<210> 335 
<211> 157 
<212> DNA 

<213> Conus lividus 

<220> 

<221> CDS 

<222> (1) . . (117) 

<400> 335 

tot aat ggc agg aat gcc gca gcc aaa ttc aaa gcg cot gcc ctg atg 48 
Ser Asn Gly Arg Asn Ala Ala Ala Lys Phe Lys Ala Pro Ala Leu Met 
15 10 15 

aag ctg acc gtc agg gag gat tgc tgt tea gac cct cgc tgt tec gtg 96 
Lys Leu Thr Val Arg Glu Asp Cys Cys Ser Asp Pro Arg Cys Ser Val 
20 25 30 

gga cat caa gac atg tgt ggc tgaagacgct gatgctccag gaccctctga 147 
Gly His Gin Asp Met Cys Gly 
35 

atcacgacgt 157 



<210> 336 
<211> 39 
<212> PRT 

<213> Conus lividus 
<400> 336 

Ser Asn Gly Arg Asn Ala Ala Ala Lys Phe Lys Ala Pro Ala Leu Met 
15 10 15 

Lys Leu Thr Val Arg Glu Asp Cys Cys Ser Asp Pro Arg Cys Ser Val 
20 25 30 

Gly His Gin Asp Met Cys Gly 
35 



<210> 337 
<211> 154 
<212> DNA 

<213> Conus lividus 



<220> 
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<221> CDS 

<222> (1) . . (114) 

<400> 337 

ttt gaa tgc agg aat get gca ggc aac gac aaa gcg act gac ctg atg 48 

Phe Glu Cys Arg Ash Ala Ala Gly Asn Asp Lys Ala Thr Asp Leu Met 

15 10 15 

get etg act gtc agg gga tgc tgt tec cat ect gee tgt get ggg aat 96 
Ala Leu Thr Val Arg Gly Cys Cys Ser His Pro Ala Cys Ala Gly Asn 
20 25 30 

aat cca cat ate tgc ggc tgaagacget gatgctecag gaccctctga 144 
Asn Pro His lie Cys Gly 
35 

accacgacgt 154 



<210> 338 
<211> 38 
<212> PRT 

<213> Conus lividus 
<400> 338 

Phe Glu Cys Arg Asn Ala Ala Gly Asn Asp Lys Ala Thr Asp Leu Met 
15 10 15 

Ala Leu Thr Val Arg Gly Cys Cys Ser His Pro Ala Cys Ala Gly Asn 
20 25 30 

Asn Pro His lie Cys Gly 
35 



<210> 339 
<211> 154 
<212> DNA 

<213> Conus lividus 

<220> 

<221> CDS 

<222> (1) . . (114) 

<400> 339 

ttt gat ggc agg aac gcc gca gcc aac aac aaa gcg act gat ctg atg 48 

Phe Asp Gly Arg Asn Ala Ala Ala Asn Asn Lys Ala Thr Asp Leu Met 
1. 5 10 15 

get ctg act gtc aga gga tgc tgt ggc aat ect tea tgt age ate cat 96 
Ala Leu Thr Val Arg Gly Cys Cys Gly Asn Pro Ser Cys Ser lie His 
20 25 30 

att ect tae gtt tgt aat tagagacact gatgctecag gaccctctga 144 
lie Pro Tyr Val Cys Asn 
35 

accacgacgt 154 



<210> 340 
<211> 38 
<212> PRT 

<213> Conus lividus 
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<400> 340 

Phe Asp Gly Arg Asn Ala Ala Ala Asn Asn Lys Ala Thr Asp Leu Met 
15 10 15 

Ala Leu Thr Val Arg Gly Cys Cys Gly Asn Pro Ser Cys Ser lie His 
20 25 30 

lie Pro Tyr Val Cys Asn 
35 



<210> 341 
<211> 157 
<212> DNA 

<213> Conus lividus 

<220> 

<221> CDS 

<222> (1) . . (126) 

<400> 341 

tct aat ggc agg aat gcc gca gcc aaa ttc aaa gcg cot gcc ctg atg 48 
Ser Asn Gly Arg Asn Ala Ala Ala Lys Phe Lys Ala Pro Ala Leu Met 
15 10 15 

aag egg acc gac age gaa gaa tgc tgt tta gac tct cgc tgt gcc ggg 96 
Lys Arg Thr Asp Ser Glu Glu Cys Cys Leu Asp Ser Arg Cys Ala Gly 
20 25 30 

caa cat caa gac ctg tgt ggc gga aga cgc tgatgctcca ggaccctctg 14 6 

Gin His Gin Asp Leu Cys Gly Gly Arg Arg 
35 40 

aaccacgacg t 157 

<210> 342 
<211> 42 
<212> PRT 

<213> Conus lividus 
<400> 342 

Ser Asn Gly Arg Asn Ala Ala Ala Lys Phe Lys Ala Pro Ala Leu Met 
15 10 15 

Lys Arg Thr Asp Ser Glu Glu Cys Cys Leu Asp Ser Arg Cys Ala Gly 
20 25 30 

Gin His Gin Asp Leu Cys Gly Gly Arg Arg 
35 40 



<210> 343 
<211> 126 
<212> DNA 

<213> Conus marmoreus 

<220> 

<221> CDS 

<222> (1) . . (123) 



<400> 343 

tct gat ggc agg aat gcc gca gcc aag gac aaa gcg tct gac ctg gtc 48 
Ser Asp Gly Arg Asn Ala Ala Ala Lys Asp Lys Ala Ser Asp Leu Val 



121 

15 10 15 

get ctg acc gtc aag gga tgc tgt tct aat cct ccc tgt tac gcg aat 96 
Ala Leu Thr Val Lys Gly Cys Cys Ser Asn Pro Pro Cys Tyr Ala Asn 
20 25 30 

aat caa gcc tat tgt aat gga aga cgc tga 126 
Asn Gin Ala Tyr Cys Asn Gly Arg Arg 
35 40 



<210> 344 
<211> 41 
<212> PRT 

<213> Conus marmoreus 
<400> 344 

Ser Asp Gly Arg Asn Ala Ala Ala Lys Asp Lys Ala Ser Asp Leu Val 
15 10 15 

Ala Leu Thr Val Lys Gly Cys Cys Ser Asn Pro Pro Cys Tyr Ala Asn 
20 25 30 

Asn Gin Ala Tyr Cys Asn Gly Arg Arg 
35 • 40 



<210> 345 
<211> 117 
<212> DNA 

<213> Conus marmoreus 

<220> 

<221> CDS 

<222> (1) . . (114) 

<400> 345 

tct gat ggc agg aat gcc gca gcc aag gac aaa gcg tct gac ctg gtc 48 

Ser Asp Gly Arg Asn Ala Ala Ala Lys Asp Lys Ala Ser Asp Leu Val 
15 10 15 

get ctg acc gtc aag gga tgc tgt tct cat cct gcc tgt age gtg aat 96 
Ala Leu Thr Val Lys Gly Cys Cys Ser His Pro Ala Cys Ser Val Asn 
20 25 30 

aat cca gac att tgt ggt tga 117 
Asn Pro Asp lie Cys Gly 
35 



<210> 346 
<211> 38 
<212> PRT 

<213> Conus marmoreus 
<400> 346 

Ser Asp Gly Arg Asn Ala Ala Ala Lys Asp Lys Ala Ser Asp Leu Val 
15 10 15 

Ala Leu Thr Val Lys Gly Cys Cys Ser His Pro Ala Cys Ser Val Asn 
20 25 30 



Asn Pro Asp 
35 



lie Cys Gly 



122 



<210> 347 
<211> 145 
<212> DNA 

<213> Conus musicus 

<220> 

<221> CDS 

<222> (1) . . (114) 

<400> 347 

tct gat ggc agg aat get gca gcc aac aac aaa gtg get ttg acc atg 48 
Ser Asp Gly Arg Asn Ala Ala Ala Asn Asn Lys Val Ala Leu Thr Met 
15 10 15 

agg gga aaa tgc tgt ate aat gat gcg tgt cgc teg aaa cat eca cag 96 
Arg Gly Lys Cys Cys lie Asn Asp Ala Cys Arg Ser Lys His Pro Gin 
20 25 30 

tae tgt tct gga aga egc tgatactcca ggaeectctg aaccacgaeg t 145 
Tyr Cys Ser Gly Arg Arg 
35 



<210> 348 
<211> 38 
<212> PRT 

<213> Conus musicus 
<400> 348 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Asn Lys Val Ala Leu Thr Met 
15 10 15 

Arg Gly Lys Cys Cys lie Asn Asp Ala Cys Arg Ser Lys His Pro Gin 
20 25 30 

Tyr Cys Ser Gly Arg Arg 
35 



<210> 349 
<211> 154 
<212> DNA 

<213> Conus musicus 

<220> 

<221> CDS 

<222> (1) . . (123) 

<400> 349 

tct gat ggc agg aat get gca gee aac gac aaa gtg tct gac cag atg 48 
Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp Lys Val Ser Asp Gin Met 
15 10 15 

get ctg gtt gtc agg gga tgc tgt tae aat att gcc tgt aga att aat 96 
Ala Leu Val Val Arg Gly Cys Cys Tyr Asn lie Ala Cys Arg lie Asn 
20 25 30 

aat eca egg tae tgt egt gga aaa cgc tgatgttcca ggaeectctg 14 3 

Asn Pro Arg Tyr Cys Arg Gly Lys Arg 
35 40 



aaccacgaeg t 



154 



123 

<210> 350 
<211> 41 
<212> PRT 

<213> Conus musicus 
<400> 350 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp Lys Val Ser Asp Gin Met 
15 10 15 

Ala Leu Val Val Arg Gly Cys Cys Tyr Asn lie Ala Cys Arg lie Asn 
20 25 30 

Asn Pro Arg Tyr Cys Arg Gly Lys Arg 
35 40 



<210> 351 
<211> 154 
<212> DNA 

<213> Conus obscurus 

<220> 

<221> CDS 

<222> (52) . . (123) 

<400> 351 

tctgaaggca ggaatgccgc agccaacgac aaagcgtctg acctgatggc t ctg aac 57 

Leu Asn 
1 

gtc agg gga tgc tgt tec cat cct gtc tgt cgc ttc aat tat cca aaa 105 
Val Arg Gly Cys Cys Ser His Pro Val Cys Arg Phe Asn Tyr Pro Lys 
5 10 15 

tat tgt ggt gga aga cgc tgatggtcca ggaccctctg aaccacgacg t 154 
Tyr Cys Gly Gly Arg Arg 
20 



<210> 352 
<211> 24 
<212> PRT 

<213> Conus obscurus 
<400> 352 

Leu Asn Val Arg Gly Cys Cys Ser His Pro Val Cys Arg Phe Asn Tyr 
15 10 15 

Pro Lys Tyr Cys Gly Gly Arg Arg 
20 



<210> 353 
<211> 151 
<212> DNA 

<213> Conus obscurus 

<220> 

<221> CDS 

<222> (46) . . (Ill) 



<400> 353 

tctgatggcg ggaatgccgc agcaaaagcg tttgatctaa tcact ctg gcc etc agg 57 

Leu Ala Leu Arg 
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1 

gat gaa tgc tgt gcc agt cct ccc tgt cgt ttg aat aat cca tac gta 105 
Asp Glu Cys Cys Ala Ser Pro Pro Cys Arg Leu Asn Asn Pro Tyr Val 
5 10 15 20 

tgt cat tgacgacgct gatgctccag gaccctctga accacgacgt 151 
Cys His 



<210> 354 
<211> 22 
<212> PRT 

<213> Conus obscurus 
<400> 354 

Leu Ala Leu Arg Asp Glu Cys Cys Ala Ser Pro Pro Cys Arg Leu Asn 
15 10 15 

Asn Pro Tyr Val Cys His 
20 



<210> 355 
<211> 217 
<212> DNA 

<213> Conus obscurus 

<220> 

<221> CDS 

<222> (1) . . (186) 

<400> 355 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc acc gtc gtt tec 48 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

ccc act tea gat cgt gca tct gat agg agg aat gcc gca gcc aaa gcg 96 
Pro Thr Ser Asp Arg Ala Ser Asp Arg Arg Asn Ala Ala Ala Lys Ala 
20 25 30 

ttt gac ctg aga tat teg acc gcc aag aga gga tgc tgt tec aat cct 144 
Phe Asp Leu Arg Tyr Ser Thr Ala Lys Arg Gly Cys Cys Ser Asn Pro 
35 40 45 

gtc tgt tgg cag aat aat gca gaa tac tgt cgt gaa agt ggc 18 6 

Val Cys Trp Gin Asn Asn Ala Glu Tyr Cys Arg Glu Ser Gly 
50 55 60 

taatgctcca ggaccetctg aaccaegacg t 217 



<210> 356 
<211> 62 
<212> PRT 

<213> Conus obscurus 
<400> 356 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Pro Thr Ser Asp Arg Ala Ser Asp Arg Arg Asn Ala Ala Ala Lys Ala 
20 25 30 



125 

Phe Asp Leu Arg Tyr Ser Thr Ala Lys Arg Gly Cys Cys Ser Asn Pro 
35 40 45 



Val Cys Trp Gin Asn Asn Ala Glu Tyr Cys Arg Glu Ser Gly 
50 55 60 



<210> 357 
<211> 208 
<212> DNA 

<213> Conus obscurus 

<220> 

<221> CDS 

<222> (1) . . (168) 

<400> 357 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc acc gtc gtt tec 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 10 15 



48 



ttc act tea gat cgt gca tct gat ggc ggg aat gtc gea gcg tet cac 96 
Phe Thr Ser Asp Arg Ala Ser Asp Gly Gly Asn Val Ala Ala Ser His 
20 25 30 

ctg ate get ctg acc ate aag gga tgc tgt tet cae cet ccc tgt gee 144 
Leu lie Ala Leu Thr lie Lys Gly Cys Cys Ser His Pro Pro Cys Ala 
35 40 45 

cag aat aat eaa gae tat tgt ggt tgacgaegct gatgctccag gaecctetga 198 
Gin Asn Asn Gin Asp Tyr Cys Gly 
50 55 

accacgacgt 208 



<210> 358 
<211> 56 
<212> PRT 

<213> Conus obscurus 
<400> 358 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 10 15 

Phe Thr Ser Asp Arg Ala Ser Asp Gly Gly Asn Val Ala Ala Ser His 
20 25 30 

Leu He Ala Leu Thr He Lys Gly Cys Cys Ser His Pro Pro Cys Ala 
35 40 45 

Gin Asn Asn Gin Asp Tyr Cys Gly 
50 55 



<210> 359 
<211> 217 
<212> DNA 

<213> Conus obscurus 

<220> 

<221> CDS 

<222> (1) . . (186) 
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<400> 359 

atg ttc acc gtg ttt ctg ttg gtt gtc tta tea acc acc gtc gtt tec 48 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ser Thr Thr Val Val Ser 
15 10 15 

tec act tea gat egt gea tet gat agg agg aat gee gca gee aaa geg 96 
Ser Thr Ser Asp Arg Ala Ser Asp Arg Arg Asn Ala Ala Ala Lys Ala 
20 25 30 

tet gae ctg atg tat teg ace gtc aag aaa gga tgt tgt tee eat ect 144 
Ser Asp Leu Met Tyr Ser Thr Val Lys Lys Gly Cys Cys Ser His Pro 
35 40 45 

gee tgt teg ggg aat aat ega gaa tat tgt cgt gaa agt ggc 186 
Ala Cys Ser Gly Asn Asn Arg Glu Tyr Cys Arg Glu Ser Gly 
50 55 60 

taatgctcca ggaceetetg aaceaegacg t 217 



<210> 360 
<211> 62 
<212> PRT 

<213> Conus obseurus 
<400> 360 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ser Thr Thr Val Val Ser 
15 10 15 

Ser Thr Ser Asp Arg Ala Ser Asp Arg Arg Asn Ala Ala Ala Lys Ala 
20 25 30 

Ser Asp Leu Met Tyr Ser Thr Val Lys Lys Gly Cys Cys Ser His Pro 
35 40 45 

Ala Cys Ser Gly Asn Asn Arg Glu Tyr Cys Arg Glu Ser Gly 
50 55 60 



<210> 361 
<211> 157 
<212> DNA 

<213> Conus omaria 

<220> 

<221> CDS 

<222> (52) . . (126) 

<400> 361 

tttgatggea ggaatgeete agecgacagc aaagtggetg cccggatcgc t cag ate 57 

Gin He 
1 

gae agg gat cea tge tgt tec tat ect gae tgt ggc geg aat cat cea 105 
Asp Arg Asp Pro Cys Cys Ser Tyr Pro Asp Cys Gly Ala Asn His Pro 
5 10 15 

gag att tgt ggt gga aaa egc tgatgetcca ggaceetetg aaceaegacg t 157 
Glu He Cys Gly Gly Lys Arg 
20 25 



<210> 362 
<211> 25 



127 



<212> PRT 

<213> Conus omaria 
<400> 362 

Gin lie Asp Arg Asp Pro Cys Cys Ser Tyr Pro Asp Cys Gly Ala Asn 
15 10 15 

His Pro Glu lie Cys Gly Gly Lys Arg 
20 25 



<210> 363 
<211> 128 
<212> DNA 
<213> Conus omaria 

<220> 

<221> CDS 

<222> (26) . . (88) 

<400> 363 

tctcatggca ggaatgccgc acgct ctg acc gtc agg gaa tgc tgt tct cag 52 

Leu Thr Val Arg Glu Cys Cys Ser Gin 
1 5 

cct cct tgt cgc tgg aaa cat cca gaa ctt tgt agt tgaagacgct 98 
Pro Pro Cys Arg Trp Lys His Pro Glu Leu Cys Ser 
10 15 20 

gatgctccag gaccctctga accacgacgt 128 



<210> 364 
<211> 21 
<212> PRT 

<213> Conus omaria 
<400> 364 

Leu Thr Val Arg Glu Cys Cys Ser Gin Pro Pro Cys Arg Trp Lys His 
15 10 15 

Pro Glu Leu Cys Ser 
20 



<210> 365 
<211> 154 
<212> DNA 

<213> Conus omaria 

<220> 

<221> CDS 

<222> (52) . . (123) 

<400> 365 

tttgatggca ggaatgctgc agccagcgac aaagcgtctg agctgatggc t ctg gcc 57 

Leu Ala 
1 

gtc agg gga tgc tgt tec cat cct gcc tgt get ggg aat aat cca cat 105 
Val Arg Gly Cys Cys Ser His Pro Ala Cys Ala Gly Asn Asn Pro His 
5 10 15 



ate tgt ggc aga aga cgc tgatgctcea ggaccctctg aaccaegacg t 



154 



128 



lie Cys Gly Arg Arg Arg 
20 



<210> 366 
<211> 24 
<212> PRT 

<213> Conus omaria 
<400> 366 

Leu Ala Val Arg Gly Cys Cys Ser His Pro Ala Cys Ala Gly Asn Asn 
15 10 15 

Pro His lie Cys Gly Arg Arg Arg 
20 



<210> 367 
<211> 142 
<212> DNA 
<213> Conus omaria 



<220> 

<221> CDS 

<222> (40) . . (102) 



<400> 367 

tctggtgtca ggaaagacgc agcgcctggc ctgatcgct ctg acc ate aag gga 54 

Leu Thr lie Lys Gly 
1 5 

tgc tgt tct gat cct age tgt aac gtg aat aat cca gac tat tgt ggt 102 
Cys Cys Ser Asp Pro Ser Cys Asn Val Asn Asn Pro Asp Tyr Cys Gly 
10 15 20 

tgacgacgct gatgctccag gaccctctga accacgacgt 142 



<210> 368 
<211> 21 
<212> PRT 

<213> Conus omaria 
<400> 368 

Leu Thr lie Lys Gly Cys Cys Ser Asp Pro Ser Cys Asn Val Asn Asn 
15 10 15 

Pro Asp Tyr Cys Gly 
20 



<210> 


369 




<211> 


157 




<212> 


DNA 




<213> 


Conus 


omaria 


<220> 






<221> 


CDS 




<222> 


(52) . 


. (117) 


<400> 


369 





tctaatggca ggaatgccgc agccaaattc 



aaagcgcctg ccctgatgga g ctg acc 57 

Leu Thr 



129 



gtc agg gaa gaa tgc tgt tea gac cct cgc tgt. tec gtg gga cat caa 105 
Val Arg Glu Glu Cys Cys Ser Asp Pro Arg Cys Ser Val Gly His Gin 
5 10 15 

gat atg tgt egg tgaagcacgt gatgctccag gaccctctga aecacgacgt 157 
Asp Met Cys Arg 
20 



<210> 370 
<211> 22 
<212> PRT 

<213> Conus omaria 
<400> 370 

Leu Thr Val Arg Glu Glu Cys Cys Ser Asp Pro Arg Cys Ser Val Gly 
15 10 15 

His Gin Asp Met Cys Arg 
20 



<210> 371 
<211> 151 
<212> DNA 

<213> Conus purpurascens 

<220> 

<221> CDS 

<222> (1) . . (120) 

<400> 371 

act gat ggc agg aat get gea gee ata gcg ctt gac ctg ate get ccg 48 

Thr Asp Gly Arg Asn Ala Ala Ala lie Ala Leu Asp Leu lie Ala Pro 
15 10 15 

gee gtc agg gga gga tgc tgt tee aat cct gee tgt tta gtg aat cat 96 
Ala Val Arg Gly Gly Cys Cys Ser Asn Pro Ala Cys Leu Val Asn His 
20 25 30 

eta gaa atg tgt ggt aaa aga cgc tgatgeecea ggaccctetg aaccaegaeg 150 
Leu Glu Met Cys Gly Lys Arg Arg 
35 • 40 

t 151 



<210> 372 
<211> 40 
<212> PRT 

<213> Conus purpurascens 
<400> 372 

Thr Asp Gly Arg Asn Ala Ala Ala lie Ala Leu Asp Leu lie Ala Pro 
15 10 15 

Ala Val Arg Gly Gly Cys Cys Ser Asn Pro Ala Cys Leu Val Asn His 
20 25 30 

Leu Glu Met Cys Gly Lys Arg Arg 
35 40 



<210> 373 



130 



<211> 160 
<212> DNA 

<213> Conus purpurascens 

<220> 

<221> CDS 

<222> (1) . . (120) 

<400> 373 

tct gat ggc agg gat gcc gca gcc aac gac aaa gcg tct gac ctg ate 48 
Ser Asp Gly Arg Asp Ala Ala Ala Asn Asp Lys Ala Ser Asp Leu lie 
1 5 10 15 

get ctg acc gcc agg aga gat oca tgc tgt ttc aat act gcc tgt aac 96 
Ala Leu Thr Ala Arg Arg Asp Pro Cys Cys Phe Asn Pro Ala Cys Asn 
20 25 30 

gtg aat aat cca cag att tgt ggt tgaagacgct gatgctccag gaccctctga 150 
Val Asn Asn Pro Gin lie Cys Gly 
35 40 

accacgacgt 160 



<210> 374 
<211> 40 
<212> PRT 

<213> Conus purpurascens 
<400> 374 

Ser Asp Gly Arg Asp Ala Ala Ala Asn Asp Lys Ala Ser Asp Leu lie 
1 5 10 15 

Ala Leu Thr Ala Arg Arg Asp Pro Cys Cys Phe Asn Pro Ala Cys Asn 
20 25 30 

Val Asn Asn Pro Gin lie Cys Gly 
35 40 



<210> 375 
<211> 151 
<212> DNA 

<213> Conus purpurascens 

<220> 

<221> CDS 

<222> (1) . . (120) 

<400> 375 

tct gat ggc agg gat get gag aaa aca ggc ttt gac acg acc att gtg 48 
Ser Asp Gly Arg Asp Ala Glu Lys Thr Gly Phe Asp Thr Thr lie Val 
15 10 15 



ccg gaa gac tgc tgt teg gat cct tec tgt tgg agg ctg cat agt tta 96 
Pro Glu Asp Cys Cys Ser Asp Pro Ser Cys Trp Arg Leu His Ser Leu 
20 25 30 

get tgt act gga att gta aac cgc tgatgctcca ggaccctctg aaccacgacg 150 
Ala Cys Thr Gly lie Val Asn Arg 
35 40 

t 151 



131 



<210> 376 
<211> 40 
<212> PRT 

<213> Conus purpurascens 
<400> 376 

Ser Asp Gly Arg Asp Ala Glu Lys Thr Gly Phe Asp Thr Thr lie Val 
15 10 15 

Pro Glu Asp Cys Cys Ser Asp Pro Ser Cys Trp Arg Leu His Ser Leu 
20 25 30 

Ala Cys Thr Gly lie Val Asn Arg 
35 40 



<210> 377 
<211> 142 
<212> DNA 

<213> Conus purpurascens 

<220> 

<221> CDS 

<222> (1) . . (Ill) 

<400> 377 

act gat ggc agg agt get gca gcc ata gcg ttt gcc ctg ate get eeg 48 

Thr Asp Gly Arg Ser Ala Ala Ala lie Ala Phe Ala Leu lie Ala Pro 

1 5 10 15- 

acc gtc tgc tgt act aat cet gcc tgt etc gtg aat aat ata cgc ttt 96 
Thr Val Cys Cys Thr Asn Pro Ala Cys Leu Val Asn Asn lie Arg Phe 
20 25 30 

tgt ggt gga aga cgc tgatgeecea ggaccctctg aaccacgacg t 142 
Cys Gly Gly Arg Arg 
35 



<210> 378 
<211> 37 
<212> PRT 

<213> Conus purpurascens 
<400> 378 

Thr Asp Gly Arg Ser Ala Ala Ala lie Ala Phe Ala Leu lie Ala Pro 
15 10 15 

Thr Val Cys Cys Thr Asn Pro Ala Cys Leu Val Asn Asn lie Arg Phe 
20 25 30 

Cys Gly Gly Arg Arg 
35 



<210> 379 
<211> 157 
<212> DNA 
<213> Conus regius 

<220> 

<221> CDS 

<222> (1) . . (117) 



132 



<400> 379 

tct gat gga aga aat gcc gca age gac gcc aaa gcg ttt ccc egg ate 48 
Ser Asp Gly Arg Asn Ala Ala Ser Asp Ala Lys Ala Phe Pro Arg lie 
15 10 15 

get cea ate gte agg gae gaa tge tgt age gat eet agg tgt eae ggg 96 
Ala Pro lie Val Arg Asp Glu Cys Cys Ser Asp Pro Arg Cys His Gly 
20 25 30 

aat aat egg gae eae tgt get tgaagaeget getgetecag gaccetetga 147 
Asn Asn Arg Asp His Cys Ala 
35 

accaegacgt * 157 



<210> 380 
<211> 39 
<212> PRT 

<213> Conus regius 
<400> 380 

Ser Asp Gly Arg Asn Ala Ala Ser Asp Ala Lys Ala Phe Pro Arg lie 
15 10 15 

Ala Pro lie Val Arg Asp Glu Cys Cys Ser Asp Pro Arg Cys His Gly 
20 25 30 

Asn Asn Arg Asp His Cys Ala 
35 



<210> 381 
<211> 156 
<212> DNA 
<213> Conus regius 

<220> 

<221> CDS 

<222> (1) . . (117) 

<400> 381 

tet gat ggc agg aat ace geg gcc gac gaa aaa gcg tec gac etg ate 48 
Ser Asp Gly Arg Asn Thr Ala Ala Asp Glu Lys Ala Ser Asp Leu lie 
15 10 15 

tct caa act gte aag aga gat tgc tgt tec cat eet etc tgt aga tta 96 
Ser Gin Thr Val Lys Arg Asp Cys Cys Ser His Pro Leu Cys Arg Leu 
20 25 30 

ttt gtt cea gga ctt tgt att tgaagaeget getgetecag gaccetetga 147 
Phe Val Pro Gly Leu Cys lie 
35 

accacgact 156 



<210> 382 
<211> 39 
<212> PRT 

<213> Conus regius 



<400> 382 

Ser Asp Gly Arg Asn Thr Ala Ala Asp Glu Lys Ala Ser- Asp Leu lie 



133 



15 10 15 

Ser Gin Thr Val Lys Arg Asp Cys Cys Ser His Pro Leu Cys Arg Leu 
20 25 30 

Phe Val Pro Gly Leu Cys lie 
35 



<210> 383 
<211> 157 
<212> DNA 
<213> Conus regius 

<220> 

<221> CDS 

<222> (1) . . (117) 

<400> 383 

tct gat ggc agg aat gcc gca gcc gac aac aaa gcg tct gac eta ate 48 

Ser Asp Gly Arg Asn Ala Ala Ala Asp Asn Lys Ala Ser Asp Leu lie 
15 10 15 

get eaa ate gtc agg aga gga tgc tgt tee cat cet gte tgt aaa gtg 96 
Ala Gin lie Val Arg Arg Gly Cys Cys Ser His Pro Val Cys Lys Val 
20 25 30 

agg tat eea gac ctg tgt cgt tgaagacget gctgctccag gaccctctga 147 
Arg Tyr Pro Asp Leu Cys Arg 
35 

accacgacgt 157 



<210> 384 
<211> 39 
<212> PRT 

<213> Conus regius 
<400> 384 

Ser Asp Gly Arg Asn Ala Ala Ala Asp Asn Lys Ala Ser Asp Leu lie 
15 10 15 

Ala Gin lie Val Arg Arg Gly Cys Cys Ser His Pro Val Cys Lys Val 
20 25 30 

Arg Tyr Pro Asp Leu Cys Arg 
35 



<210> 385 
<211> 157 
<212> DNA 
<213> Conus regius 

<220> 

<221> CDS 

<222> (1) . . (117) 

<400> 385 

tct gat ggc agg aat gee gea gcc gac aac aga geg tct gac eta ate 48 
Ser Asp Gly Arg Asn Ala Ala Ala Asp Asn Arg Ala Ser Asp Leu lie 
15 10 15 



134 



// 



get caa ate gtc agg aga gga tgc tgt tec eat eet ge 

Ala Gin lie Val Arg Arg Gly Cys Cys Ser His Pro Al 
20 25 

aat aat cca eae att tgt ggt tgaagaegct gctgctccag 

Asn Asn Pro His lie Cys Gly 
35 



2 tgt aat gtg 96 
a Cys Asn Val 
30 

gaecctetga 147 



aeeaegacgt 



157 



<210> 386 
<211> 39 
<212> PRT 

<213> Conus regius 
<400> 386 

Ser Asp Gly Arg Asn Ala Ala Ala Asp Asn Arg Ma Ser Asp Leu lie 
1 5 10/15 

Ala Gin lie Val Arg Arg Gly Cys Cys Ser His /Pro Ala Cys Asn Val 
20 25 / 30 

Asn Asn Pro His lie Cys Gly 
35 



<210> 387 
<211> 157 
<212> DNA 

<213> Conus regius 

<220> 

<2'21> CDS 

<222> (1) . . (117) 



<400> 387 
tot gat ggc agg aat gee gea gcc gac 
Ser Asp Gly Arg Asn Ala Ala Ala Asj 
1 5 



aae aaa ccg tct gae eta ate 
Asn Lys Pro Ser Asp Leu lie 
10 15 



48 



get caa ate gtc agg aga gga tge tgt teg eat cct gte tgt aaa gtg 
Ala Gin lie Val Arg Arg Gly Cys Cps Ser His Pro Val Cys Lys Val 
20 /25 30 



96 



agg tat tea gae atg tgt ggt tgaagaegct gctgctccag gaecctetga 
Arg Tyr Ser Asp Met Cys Gly 
35 

aeeaegacgt 



<210> 388 
<211> 39 
<212> PRT 

<213> Conus regius 

<400> 388 
Ser Asp Gly Arg Asn Ala Ala Ala 
1 5 



Asp Asn Lys Pro Ser Asp Leu lie 
10 15 



Ala Gin lie Val Arg Arg Gly Cys, Cys Ser His Pro Val Cys Lys Val 
20 I 25 30 



147 



157 



135 



Arg Tyr Ser Asp Met Cys Gly 
35 



<210> 389 
<211> 154 
<212> DNA 

<213> Conus stercusmuscarum 



<220> 
<221> CDS 
<222> (1) . 



(114) 



<400> 389 

tct gat ggc agg aat gca gag cga cga caa age gtc /tgt cct ggt cgc 

Ser Asp Gly Arg Asn Ala Glu Arg Arg Gin Ser Val/cys Pro Gly Arg 

1 5 10/15 



48 



tct ggc ccc agg gga gga tgt tgt tec cac cct qcf: 
Ser Gly Pro Arg Gly Gly Cys Cys Ser His Pro A 
20 25 



tgt aag gtg eat 
Cys Lys Val His 
30 



96 



ttt eea cac agt tgt ggt tgacgacgct gatgctcca*^ 
Phe Pro His Ser Cys Gly 
35 



gaccctctga 



144 



accacgacgt 



154 



<210> 390 
<211> 38 
<212> PRT 

<213> Conus stercusmuscarum 
<400> 390 

Ser Asp Gly Arg Asn Ala Glu Arg Arg Gin Sfer Val Cys Pro Gly Arg 
1 5 10 / 15 

Ser Gly Pro Arg Gly Gly Cys Cys Ser His rfro Ala Cys Lys Val His 
20 25 / 30 

Phe Pro His Ser Cys Gly 
35 



<210> 391 
<211> 145 
<212> DNA 

<213> Conus stercusmuscarum 

<220> 
<221> CDS 
<222> (1) . . (114) 

<400> 391 

tct gat ggc agg aat gee gca gee age gac 

Ser Asp Gly Arg Asn Ala Ala Ala Ser Asf 

15 IC 

cae cag gta tge tgt tee aae cct gtc tgt 
His Gin Val Cys Cys Ser Asn Pro Val Cys 
20 25 



aga gcg tct gac gcg gee 48 
Arg Ala Ser Asp Ala Ala 
15 

cac gtg gat cat eea gaa 96 
His Val Asp His Pro Glu 
30 



ett tgt cgt aga aga ege tgatgetcca ggaccjctctg aaccacgaeg t 



145 



136 



Leu Cys Arg Arg Arg Arg 
35 



<210> 392 
<211> 38 
<212> PRT 

<213> Conus stercusmuscarum 
<400> 392 

Ser Asp Gly Arg Asn Ala Ala Ala Ser Asp Arg Ala /Ser Asp Ala Ala 
1 5 10/15 

His Gin Val Cys Cys Ser Asn Pro Val Cys His Vai Asp His Pro Glu 
20 25 / 30 



Leu Cys Arg Arg Arg Arg 
35 



<210> 393 
<211> 154 
<212> DNA 

<213> Conus striatus 



<220> 
<221> CDS 
<222> (1) . 



(123) 



<400> 393 

tct gat ggc agg aat gcc gcg gcc aac gac aak gcg tct gac ctg gtc 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp LyiS Ala Ser Asp Leu Val 
1 5 10 / 15 



48 



get ccg gcc ate agg gga tgc tgt tec eac c6t gtc tgt aac ttg agt 
Ala Pro Ala lie Arg Gly Cys Cys Ser His Pto Val Cys Asn Leu Ser 
20 25 / 30 



96 



aat cea caa att tgt cgt gga aga cgc tgat^ctcca ggaccctctg 
Asn Pro Gin lie Cys Arg Gly Arg Arg 
35 40 



143 



aaccacgacg t 



154 



<210> 394 
<211> 41 
<212> PRT 

<213> Conus striatus 



<400> 394 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp 

1 5 IC' 

Ala Pro Ala lie Arg Gly Cys Cys Ser His; 

20 25 

Asn Pro Gin lie Cys Arg Gly Arg Arg 
35 40 



Lys Ala Ser Asp Leu Val 
15 

Pro Val Cys Asn Leu Ser 
30 



<210> 395 
<211> 117 
<212> DNA 



/ 



137 



<213> Conus textile 



<220> 
<221> CDS 
<222> (1) . 



(114) 



<400> 395 

ttt cat ggc agg aat gcc gca gcc aaa gcg tct 

Phe His Gly Arg Asn Ala Ala Ala Lys Ala Set 
15 10 



ggc ctg gtc ggt ctg 
Gly Leu Val Gly Leu 
15 



48 



acc gac aag agg caa gaa tgc tgt tct cat cAt gcc tgt aac gta gat 
Thr Asp Lys Arg Gin Glu Cys Cys Ser His Pto Ala Cys Asn Val Asp 
20 25 / 30 



96 



cat cca gaa att tgt cgt tga 
His Pro Glu lie Cys Arg 
35 



117 



<210> 396 
<211> 38 
<212> PRT 

<213> Conus textile 
<400> 396 

Phe His Gly Arg Asn Ala Ala Ala Lys Ala Ser Gly Leu Val Gly Leu 
15 J.0 15 

Thr Asp Lys Arg Gin Glu Cys Cys Ser hIls Pro Ala Cys Asn Val Asp 
20 25 / 30 

His Pro Glu lie Cys Arg 
35 



<210> 397 
<211> 151 
<212> DNA 

<213> Conus tulipa 



<220> 
<221> CDS 
<222> (1) , 



(120) 



<400> 397 

act gat ggc agg agt get gca gcc ata Igcg ttt gcc ctg ate get ccg 

Thr Asp Gly Arg Ser Ala Ala Ala lie lAla Phe Ala Leu lie Ala Pro 

1 5 I 10 15 



48 



acc gtc tgg gaa gga tgc tgt tct aatlcct gcc tgt etc gtg aat cat 96 
Thr Val Trp Glu Gly Cys Cys Ser Asn j Pro Ala Cys Leu Val Asn His 
20 25 30 

ata cge ttt tgt ggt gga aga cgc tgatgcecca ggaccctctg aaccacgacg 150 
lie Arg Phe Cys Gly Gly Arg Arg 
35 40 



151 



<210> 398 
<211> 40 
<212> PRT 



138 



<213> Conus tulipa 



<400> 398 

Thr Asp Gly Arg Ser Ala Ala Ala lie Ala Fine Ala Leu lie Ala Pro 
1 5 10 / . 15 

Thr Val Trp Glu Gly Cys Cys Ser Asn Pro/Ala Cys Leu Val Asn His 
20 25 / 30 

lie Arg Phe Cys Gly Gly Arg Arg 
35 40 



<210> 399 
<211> 157 
<212> DNA 
<213> Conus virgo 



<220> 

<221> CDS 

<222> (1) . . (117) 



<400> 399 

tct aat ggc atg aat gcc gca gcc/ ate agg aaa gcg tct gcc ctg gtg 
Ser Asn Gly Met Asn Ala Ala Ala/ lie Arg Lys Ala Ser Ala Leu Val 
1 5/10 15 



48 



get eag ate gee cat ega gac tgc tgt gac gat cct gcc tgc acc gtg 
Ala Gin He Ala His Arg Asp Cys Cys Asp Asp Pro Ala Cys Thr Val 
20 / 25 30 



96 



aat aat cca ggc ett tgc act 
Asn Asn Pro Gly Leu Cys Thr 
35 



jgaagatget gctgccccag gaccctctga 



147 



accaegacgt 



157 



<210> 400 

<211> 39 

<212> PRT 

<213> Conus virgo 



<400> 400 

Ser Asn Gly Met Asn Ala Ala Ala He Arg Lys Ala Ser Ala Leu Val 



20 

Asn Asn Pro Gly Leu Cys T 
35 



<210> 401 
<211> 154 
<212> DNA 

<213> Conus geographus 

<220> 

<221> CDS 

<222> (1) . . (114) 

<400> 401 



1 



10 



15 



Ala Gin He Ala His Arg Asp Cys Cys Asp Asp Pro Ala Cys Thr Val 



25 



30 



139 



tct gat ggc ggg aat gcc gca gca aaa gag tct ^ac gtg ate get ctg 
Ser Asp Gly Gly Asn Ala Ala Ala Lys Glu Ser Asp Val lie Ala Leu 
1 5 10/15 



48 



acc gtc tgg aaa tgc tgt acc att cct tec tgti tat gag aaa aaa aaa 
Thr Val Trp Lys Cys Cys Thr lie Pro Ser Cyd Tyr Glu Lys Lys Lys 
20 25 / 30 



96 



att aaa gca 
lie Lys Ala 
35 



tgt gtc ttt tgacgaegct gatgetdcag gaecetetga 
Cys Val Phe 



14-4 



accacgacgt 



154 



<210> 402 
<211> 38 
<212> PRT 
<213> Conus 



geographus 



<400> 402 
Ser Asp Gly 

1 



Gly Asn Ala Ala Ala Lys GlJi Ser Asp Val lie Ala Leu 
5 if) . 15 



Thr Val Trp Lys Cys Cys Thr lie Pro Sdr Cys Tyr Glu Lys Lys Lys 
20 25 / 30 



lie Lys Ala 
35 



Cys Val Phe 



<210> 403 
<211> 154 
<212> DNA 
<213> Conus regius 

<220> 

<221> CDS 

<222> (1) . . (114) 



<400> 403 

tct gat ggc gca gtc gac gac aaa gcg 
Ser Asp Gly Ala Val Asp Asp Lys Ala 
1 5 



:tg gat cga ate get gaa ate 
^^eu Asp Arg lie Ala Glu lie 
10 15 



48 



gtc agg aga gga tgc tgt ggc aat cetl gcc tgt age ggc tec teg aaa 
Val Arg Arg Gly Cys Cys Gly Asn Prof Ala Cys Ser Gly Ser Ser Lys 
20 23 30 



96 



gat gca ccc tct tgt ggt tgaagacgct/ getgetccag gaecetetga 
Asp Ala Pro Ser Cys Gly 
35 



144 



accacgacgt 



154 



<210> 404 
<211> 38 
<212> PRT 

<213> Conus regius 



<400> 404 

Ser Asp Gly Ala Val Asp Asp Lys/ Ala Leu Asp Arg lie Ala Glu lie 
1 5/10 15 



140 

Val Arg Arg Gly Cys Cys Gly Asn Pro Ala qVls Ser Gly Ser Ser Lys 



20 

Asp Ala Pro Ser Cys Gly 
35 



25 



30 




